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Table S1. Characterization of liposomes 
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Table S2. IC50 value of free drugs and liposomes (n=3). 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Table S3. Pharmacokinetic parameters of liposomes (n=3). 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Fig.S1 Cellular uptake of PEG-Lip-Dox and Lip-Dox in 4T1 cells with iRGD peptide 

pretreatment (n = 3, **p < 0.01). 
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Fig.S2 In vivo biodistribution of liposomes. (A) fluorescence images showing the 

biodistribution of liposomes at different time points after injection of free DiR or DiR-loaded 

liposomes. (B) Ex vivo fluorescence images and (C) semiquantitative biodistribution analysis 

in major organs and tumors (n=3, *p < 0.05). 

 

 

 

 

 

 

 

 

 

 

 

 



Fig. S3 Antitumor and anti-metastasis activity of Dox-loaded liposomes in vivo. (A) tumor 

growth curve of 4T1 tumor-bearing BALB/c mice after different Dox-loaded liposomes 

treatment (n=5, *p < 0.05). (B) Representative lung images of mice. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Fig. S4 Cell viability of 4T1 cells after indicated treatments. (A) Cell viability of LY and Lip-

LY. (B) Cell viability of Dox and free combination. (n=3, *p < 0.05, **p < 0.01) 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Fig. S5 Representative flow cytometry profiles of cell apoptosis in 4T1 cells after indicated 

treatments. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Fig. S6 Pharmacokinetics behaviors of liposomes (n=3). 
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Fig.S7 Safety evaluation in vivo. (A) body weight of 4T1 tumor-bearing BALB/c mice (n=5). 

(B) H&E staining of major organs (scale bar: 100 μm). 

 

 

 

 

 

 

 

 

 

 

 

 



Fig.S8 In vitro anti-metastasis efficacy of free drugs after indicated treatments. (A) 

Representative images of wound healing and relative wound healing rate; (B) representative 

images of transwell, relative migration and invasion rate. (Scale bars: 200 μm; n = 3, *p < 

0.05, **p < 0.01, ***p < 0.001) 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Fig. S9 The effect of combination treatment on M1 TAMs. (A) Flow cytometry analysis of 

CD86 in BMDM (n=3). (B) Flow cytometry analysis of M1 TAMs (F4/80+CD206+ cells) in 

4T1 tumors after indicated treatments (n=5). (C) Representative flow cytometry profiles of 

M1 TAMs. (D) Immunofluorescence staining of M2 TAMs in 4T1 tumors after different 

treatments (Scale bar: 50 μm, ns: p >0.05). 

 

 

 

 

 

 

 

 

 

 

 

 

 



Fig. S10 Antitumor activity of combination treatment in 4T1 tumor-bearing BALB/c mice. 

(A) Tumor growth curve and (B) Tumor weight of 4T1 tumor-bearing BALB/c mice after 

indicated treatments (n=5, ns: p > 0.05, *p < 0.05, “+” means succinate stimulation). 


