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Figure S1. 'H NMR spectra (600 MHz, CDCls, 25 °C) of (a) the porphyrin derivative P3
and EtsN (5.0 eq), (b) an equimolar mixture (0.50 mM) of P3 and P4b (Cap4), (c) the
porphyrin derivative P4b. Fig. 3: Partial spectra of Figure S1.
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Figure S2. COSY spectrum (600 MHz, CDClIs) of a mixture of P3 and P4b (Cap4).
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Figure S3. ROESY spectrum (600 MHz, CDClz) of a mixture of P3 and P4b (Cap4).
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Figure S4. Mass spectrum (ESI) of the four-armed dimer Cap4: experimental (top) and
calculated (bottom) isotopic patterns.
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Figure S5. *H NMR spectra (600 MHz, CDCls in the presence of DMSO-ds, 25 °C) of a
1:1 mixture (0.50 mM) of P1 and P2b (a) in CDCls, (b) in CDCIl3/DMSO-ds (98:2), (c)
in CDCls/DMSO-ds (93:7), (d) in CDCIs/DMSO-ds (80:20), and (e) in CDCls/DMSO-ds
(65:35). Fig. 4: Partial spectra of Figure S5.
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Figure S6. *H NMR spectra (600 MHz, CDCIls/DMSO-ds, 25 °C) of a 1:1 mixture (0.50
mM) of P3 and P4b (a) in CDCls, (b) in CDCIl3/DMSO-ds (66:34), (c) in CDCIls/DMSO-
ds (60:40), (d) in CDCIl3/DMSO-ds (55:45), and () in CDClz/DMSO-ds (34:66). Fig. 5:
Partial spectra of Figure S6.
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Figure S7. *H NMR spectra [600 MHz, CDCls/DMSO-ds (80:20), 0.50 mM] of a 1:1
mixture of P1 and P2b. (a) 0 °C; (b) —10 °C, (c) —20 °C, (d) —30 °C, (e) —40 °C and (f) —
50 °C. Fig. 6: Partial spectra of Figure S7.
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Figure S8. 'H NMR spectra [600 MHz, CDCIs/DMSO-ds (55:45), 0.50 mM] of an
equimolar mixture of P3 and P4b. (a) 50 °C; (b) 40 °C, (c¢) 30 °C, (d) 20 °C, (e) 10 °C and
(f) 0 °C.
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Figure S9. Arrhenius plots for the formation of (a) Cap2 and (b) Cap4.
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Figure S10a. *H NMR spectra (600 MHz, CD:Cls, 25 °C) of the dimer Cap4 (0.50 mM)
(@) in the absence of trinitrobenzene G1 and in the presence of G1 (b) 0.2 eq, (c) 0.4 eq,
(d) 0.6 eq, (e) 0.8 eq, (f) 1.0 eq, (g) 2.0 eq, (h) 3.0 eq, (i) 4.0 eq, (j) 6.0 eq, (k) 8.0 eq, ()
10 eq, (m) 15 eq, (n) 20 eq.
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Figure S11a. *H NMR spectra (600 MHz, CD,Cly, 25 °C) of the dimer Cap4 (0.50 mM)

(a) in the absence of 1,4-naphthoquinone G2 and in the presence of G2 (b) 10 eq, (c) 20
eq, (d) 30 eq, (e) 40 eq, (f) 50 eq, (g) 60 eq, (h) 80 eq, (i) 100 eq, (j) 150 eq, (k) 200 eq.
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Figure S12a. *H NMR spectra (600 MHz, CDCls, 25 °C) of the dimer Cap4 (0.50 mM)
(a) in the absence of tetrafluoroterephthalonitrile G3 and in the presence of G3 (b) 0.50
eq, (c) 1.0 eq, (d) 1.5eq, (e) 2.0 eq, (f) 2.5 eq, (9) 3.0 eq, (h) 4.0 eq, (i) 5.0 eq, (j) 7.5 eq,
(k) 10 eq.
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Figure S13a. *H NMR spectra (600 MHz, CDCls, 25 °C) of the dimer Cap4 (0.50 mM)
(a) in the absence of 1,3-dinitrobenzene G4 and in the presence of G4 (b) 10 eq, (c) 20
eq, (d) 30 eq, (e) 40 eq, (f) 50 eq, (g) 60 eq, (h) 80 eq, (i) 100 eq, (j) 150 eq, (k) 200 eq.

24



bindfit emer  searcn BACK TO SUPRAMOLECULAR HOME

Fitter: NMR 1:1 Fit Summary Save Fits. Molefractions Details
15 ppm @
Details e Q
@
Time to fit 0.2052 s 12.5 ppm va
SSR 2.0219¢-3 . %
Fitted datapoints 55 10ppm .
Fitted params 6 ¥
7.5ppm
Parameters
Parameter 5ppm
(bounds) Optimised  Error Initial @
25ppm
K(0—o0) 14.06M'  £1.9034  10.00
% M oppm
2.5 ppm
Back Next ——a
-6 ppm
7.5 ppm
0 25 50 75 100 125 150 175
Equivalent total [G],TH],
002 ppm
-» (D residuals
- @ residuals
-= 3 residuals
ootpem -+ @ residuals
= (8 residuals
©  oppm
001 ppm
002 ppm
0 25 50 75 100 125 150 175
Equivalent total [G],TH],
b | ndflt FITTER  SEARCH BACK TO SUPRAMOLECULAR HOME
Fitter: NMR 1:1 Fit Summary Save Fits. Molefractions Details
1
Details — H molefraction
— HG molefraction
Time to fit 0.2052 s
SSR 2.0219e-3 09
Fitted datapoints 55
Fitted params 6
08
Parameters
Parameter
(bounds) Optimised  Error Initial 0.7
K(0—o0) 14.06M'  £1.9034  10.00
% M
06
Back Next

Molefraction

o 25 50 75 100 125 150 175
Equivalent total (G],TH],

Figure S13b. Simulation of first titrations of Cap4 and 1,3-dinitrobenzene G4 using
BindFit.
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Figure S14a. *H NMR spectra (600 MHz, CDCls, 25 °C) of the dimer Cap4 (0.50 mM)
(@) in the absence of hexafluorobenzene G5 and in the presence of G5 (b) 20 eq, (c) 40
eq, (d) 60 eq, (e) 80 eq, (f) 100 eq, (g) 120 eq, (h) 160 eq, (i) 200 eq, (j) 300 eq, (k) 400
eq.
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Figure S14b. Simulation of first titrations of Cap4 and hexafluorobenzene G5 using

BindFit.

Simulation of second titrations of Cap4 and hexafluorobenzene G5 using BindFit was
performed, however, the values were not obtained.
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Figure S17. *H NMR spectrum [600 MHz, CDCls/DMSO-ds (87:13), 25 °C] of the dimer
Cap2 (0.50 mM) in the presence of naphthalenetetracarboxylic dianhydride G6 (1.5 mM).
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Figure S18a. *H NMR spectrum [600 MHz, CDCls/DMSO-ds (91:9)] of the dimer Cap4
(0.50 mM) in the presence of naphthalene tetracarboxylic dianhydride G6 (1.0 mM).
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(0.50 mM) in the presence of naphthalene tetracarboxylic dianhydride G6 (0.50 mM).

35



labundance
0‘1 0‘1 ()I}
—C
(0]
<
i
X
“&

-

N
&l
T r\ﬁmrr

Y : parts per Million
11.0 100

T T T T T T T
120 11.0 10.0 920 8.0 7.0 6.0 3.0 4.0 30 2.0 Lo 0 -1.0 -2.0 -3.0 -4.0 -50 6.0 01 02 03 04
X @ parts per Million : Proton b

36



3 aandk | ,
3 fp I\ h Td ’ -
1° \/ i i\ Tem g Mr %/t qa
g z ,M.,__ o ‘v\”fﬁdf / ‘J | L~ ,',-\lJ . w\‘m‘x_,. J k*m‘«“ i __ﬁ\_ﬂ_
e
=3 l‘sd’
- ct
i = c
s =—4q
: =

- 3
'
1 {
.
LE ‘“:—,g
e =
=3 (7 n
2
=3 ¢ m
3 =C
- j/S
CE =
_
2 ——aandk
- =~ |
= L \b
= S
23
{
. 5 \
R ¢
2 — \
-7} i- @ f\
EEE [>] L
ERE [
= o
2o P P
5o (=)
=i t@ s \
2 | f
= !
-
T T T T T T T T T T T T T T T T [ e T e [ e e
0504 93 021 91 90 89 8% 87 86 B85 §4 83 82 81 80 79 78 77 T6 75 T4 73 T2 71 TO 69 68 67 6667 01 02 03 04
X ¢ pasts per Million : Proton pbundance

2 e
g =] f P -
i NN I

.";_ ﬂ’}d’

" —— =

: 4

‘?'—"_,'m
N —=HC
] —‘?CL_, n’
2 C T
] o h
o1 P — —3
'o._ f'g i -n
j “\1‘
. C

N
|
N 3

and k

j
N

8" T =

e . .

= 3 f-i ¢

. ¢

g 4

= >

LA {

24 b

= -

=2 {

o T T T T T T T T T T T T T T T T T T T r T T
93 9019 92§ 927 926 925 924 923 9212 9121 92 919 918 917 916 915 914 913 912 911 a ol 0.2
3 parts per Million : Proton fabundance

Figure S19. COSY spectrum [600 MHz, CDCIl3s/DMSO-ds (89:11)] of a mixture of Cap2
(0.50 mM) and naphthalene tetracarboxylic dianhydride G6 (1.5 mM).
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Figure S20. ROESY spectrum [600 MHz, CDCI3/DMSO-ds (91:9)] of a mixture of Cap2
(0.50 mM) and naphthalene tetracarboxylic dianhydride G6 (1.0 mM).
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Figure S23a. *H NMR spectra (600 MHz, CDCls, 25 °C) of Cap2 (0.50 mM) (a) in the
absence of 9,10-dibromoanthracene G7 and in the presence of G7 (b) 0.50 eq, (c) 1.0 eq,
(d) 1.5eq, (e) 2.0 eq, (f) 3.0 eq, (g) 4.0 eq, (h) 5.0 eq, (i) 6.0 eq, (j) 7.0 eq. Fig. 7: Partial
spectra of Figure S23a.
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Figure S23b. *H NMR spectra (600 MHz, CDCls, 20 °C) of Cap2 (0.50 mM) (a) in the
absence of 9,10-dibromoanthracene G7 and in the presence of G7 (b) 0.50 eq, (c) 1.0 eq,
(d)1.5eq, (e) 2.0 eq, (f) 3.0eq, (g) 4.0eq, (h) 5.0 eq, (i) 6.0 eq, (j) 7.0 eq.
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Figure S23c. *H NMR spectra (600 MHz, CDCls, 15 °C) of Cap2 (0.50 mM) (a) in the
absence of 9,10-dibromoanthracene G7 and in the presence of G7 (b) 0.50 eq, (c) 1.0 eq,
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Figure S23d. *H NMR spectra (600 MHz, CDCls, 10 °C) of Cap2 (0.50 mM) (a) in the
absence of 9,10-dibromoanthracene G7 and in the presence of G7 (b) 0.50 eq, (c) 1.0 eq,
(d)1.5eq, (e) 2.0 eq, (f) 3.0eq, (g) 4.0eq, (h) 5.0 eq, (i) 6.0 eq, (j) 7.0 eq.
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Figure S23e. 'H NMR spectra (600 MHz, CDCls, 5 °C) of Cap2 (0.50 mM) (a) in the
absence of 9,10-dibromoanthracene G7 and in the presence of G7 (b) 0.50 eq, (c) 1.0 eq,
(d)1.5eq, (e) 2.0 eq, (f) 3.0eq, (g) 4.0eq, (h) 5.0 eq, (i) 6.0 eq, (j) 7.0 eq.
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Figure S23f. 'H NMR spectra (600 MHz, CDCls, 0 °C) of Cap2 (0.50 mM) (a) in the
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(d)1.5eq, (e) 2.0 eq, (f) 3.0eq, (g) 4.0eq, (h) 5.0 eq, (i) 6.0 eq, (j) 7.0 eq.
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Figure S24b. Determination of the association constants Ka of the dimer Cap2 with the
guest G7 at 20 °C.
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Figure S24c. Determination of the association constants Ka of the dimer Cap2 with the
guest G7 at 15 °C.
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Figure S24d. Determination of the association constants Ka of the dimer Cap2 with the
guest G7 at 10 °C.

54



bindfit

I Summary  Metadsw  Edt
Fitter

R 11

Parameters

Name Inital guess

K 100.00 M-

Options

Name Value
Dilution correction Ho
Subtract initial values Yes.

Fit method Nedder-Mead
Fitflavour noae

bindfit

Fits | Malsiactions

10 ppem

Bpem

Ao

0003 poes

0002 g

0201 o

< 3568 ppm residuals
= 7.837 ppem resicluals.
- 8591 ppm residuals

Input Summary

Details.
Time to it
SSR
Fitted datapois
Fitted params.

Parameters

Poramater
(baunds)

K{0==)

Motadata  Edt

021215
4195505
40

5

Optimised  Error

12666 0203 10000
M % M

Fits  Malsiactions

55

H mol
— HG molefraction



Input Summary

Experiment

Name
Authorfs)
Experiment name

Experiment date

Fit date

Lab book
telerence

Host species
Guest spacies
Solvant
Temparature

Nates.
Bindfit
Name. Value

FitlD baba

Searchable Mo

Figure S24e. Determination of the association constants Ka of the dimer Cap2 with the

Metadata  Edit

Value
Masahiro Usda
UMATOBTCap2+DBA (VT)

Tuesday, January 19, 2021 1200
M

Wadnesday, June 16, 2021 9:41AM

UMaTOB7

aid-che-deae-bed7- 1584 15360me

guest G7 at 5 °C.

bindfit eme=

SEARCH

Inpt  Summary M Edt
Fitter

NMR 1:1

Parameters

Name: Initial guess

K 100,00 M-

Options

Name: Value
Dilution comection No

Subtract initial values Yes.

Fit mothod MNeldor-Maad
Fit flavour none

Fits

Quality of fit

Fit

2581 ppm

3,568 ppm

7.897 ppm

8591 ppm

Total

Coefficients

Fit

2,581 ppm

3,568 ppm

7
8

Fita

897 ppem

591 ppm

Molehactions.

Malsfractions

Datals

Detaits

RMS

82848 4
1454283
9263004
7297564

1024163

36290
36160
79020
85070

Cowariance
15303 5
7219085
1178903
3154864

2842165

57363
55217
75592

90388

0004 gem

00020em

2002 ppm

2004 ppm

56

o 3,501 ppen rosiduals
-3 duals
= 7407 ppm residuals
= 0591 ppm residuals




bindfit

Inpd Summary  Mefadata  Edt Fis  Molofacions | Dotads
Hmolefraction
R — HG molefraction
Time to fit 120045
SSR 4430405
Fitted datspoints 40 s
Fitted params 5
Parameters
Pasametsr o
{bounds) Optimised Emor  Initial
K{0—=) 0037 201976 10000
- % Bt 07
I
fas
e
03
0z
1
o
o s ' 15 25 3 35 “ as s 55 ] a5 7
Equivalent oial [GlaTH

bindfit

et Svary | Meladsn | Eat Fia  Mclhacions | Detals
e — Quality of fit

Name Value B

Pt rs Covaionct
Authorfs) Masahiro Usda . N
2501 ppn 1297003 190505
ment name  UMOTORTCap2+0BA VT)
Expe 2 b 3.568 ppm 1070563 3412065
riment date Tuesday, January 19, 2021 1200

Expe TR 7.897 ppm 1012603 1072063

it date Wednsday, dune 16, 2021 9.42AM 8591 ppm 7500504 3105204 |
f— f— Toul 1052403 2490005

e

Ho ppicies. copz Coefficients

Guest spacies DBA Fit H HG

Solvent €Dca 3581 ppm 36430 57721

Temperature 23568 ppm 36290 55623

MNotes. 7497 ppm 79020 76081

! "

. 0591 ppm asen s

Name Value {
FitiD Bedebiac-5cTc-45ac-ac22-a08caladebed

Searchable Mo

Figure S24f. Determination of the association constants Ka of the dimer Cap2 with the
guest G7 at 0 °C.
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Figure S25a. *H NMR spectra (600 MHz, CDCls, —20 °C) of Cap2 (0.50 mM) (a) in the
absence of 9,10-dibromoanthracene G7 and in the presence of G7 (b) 0.40 eq, (c) 0.80
eq, (d) 1.2 eq, (e) 1.6 eq, (f) 2.5 eq, (9) 3.3 eq, (h) 4.2 eq, (i) 5.1 eq, (j) 6.0 eq, (k) 6.9 eq.
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Figure S25b. *H NMR spectra (600 MHz, CDCls, —10 °C) of Cap2 (0.50 mM) (a) in the
absence of 9,10-dibromoanthracene G7 and in the presence of G7 (b) 0.40 eq, (c) 0.80
eq, (d)1.2eq, (e) 1.6 eq, (f) 2.5¢eq, (g) 3.3eq, (h) 4.2 eq, (i) 5.1 eq, (j) 6.0 eq, (k) 6.9 eq.
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Figure S25¢. 'H NMR spectra (600 MHz, CDCls, 0 °C) of Cap2 (0.50 mM) (a) in the
absence of 9,10-dibromoanthracene G7 and in the presence of G7 (b) 0.40 eq, (c) 0.80
eq, (d)1.2eq, (e) 1.6 eq, (f) 2.5¢eq, (g) 3.3eq, (h) 4.2 eq, (i) 5.1 eq, (j) 6.0 eq, (k) 6.9 eq.
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Figure S25d. *H NMR spectra (600 MHz, CDCls, 10 °C) of Cap2 (0.50 mM) (a) in the
absence of 9,10-dibromoanthracene G7 and in the presence of G7 (b) 0.40 eq, (c) 0.80
eq, (d) 1.2 eq, (e) 1.6 eq, (f) 2.5 eq, (g) 3.3 eq, (h) 4.2 eq, (i) 5.1 eq, (j) 6.0 eq, (k) 6.9 eq.
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Figure S25e. *H NMR spectra (600 MHz, CDCls, 20 °C) of Cap2 (0.50 mM) (a) in the
absence of 9,10-dibromoanthracene G7 and in the presence of G7 (b) 0.40 eq, (c) 0.80
eq, (d) 1.2 eq, (e) 1.6 eq, (f) 2.5 eq, (g) 3.3 eq, (h) 4.2 eq, (i) 5.1 eq, (j) 6.0 eq, (k) 6.9 eq.
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Figure S25f. *H NMR spectra (600 MHz, CDCls, 30 °C) of Cap2 (0.50 mM) (a) in the
absence of 9,10-dibromoanthracene G7 and in the presence of G7 (b) 0.40 eq, (c) 0.80
eq, (d) 1.2 eq, (e) 1.6 eq, (f) 2.5 eq, (9) 3.3 eq, (h) 4.2 eq, (i) 5.1 eq, (j) 6.0 eq, (k) 6.9 eq.
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Figure S25¢g. *H NMR spectra (600 MHz, CDCls, 40 °C) of Cap2 (0.50 mM) (a) in the
absence of 9,10-dibromoanthracene G7 and in the presence of G7 (b) 0.40 eq, (c) 0.80
eq, (d) 1.2 eq, (e) 1.6 eq, (f) 2.5 eq, (g) 3.3 eq, (h) 4.2 eq, (i) 5.1 eq, (j) 6.0 eq, (k) 6.9 eq.
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Figure S25h. *H NMR spectra (600 MHz, CDCls, 50 °C) of Cap2 (0.50 mM) (a) in the
absence of 9,10-dibromoanthracene G7 and in the presence of G7 (b) 0.40 eq, (c) 0.80
eq, (d) 1.2 eq, (e) 1.6 eq, (f) 2.5 eq, (9) 3.3 eq, (h) 4.2 eq, (i) 5.1 eq, (j) 6.0 eq, (k) 6.9 eq.
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Figure S26a. Determination of the association constants Ka of the dimer Cap2 with the

guest G7 at —20 °C.
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Figure S26b. Determination of the association constants Ka of the dimer Cap2 with the
guest G7 at —10 °C.
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Figure S26c¢. Determination of the association constants Ka of the dimer Cap2 with the
guest G7 at 0 °C.
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Figure S26d. Determination of the association constants Ka of the dimer Cap2 with the

guest G7 at 10 °C.
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Figure S26e. Determination of the association constants Ka of the dimer Cap2 with the
guest G7 at 20 °C.
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Figure S26f. Determination of the association constants Ka of the dimer Cap2 with the
guest G7 at 30 °C.
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Figure S26g. Determination of the association constants Ka of the dimer Cap2 with the
guest G7 at 40 °C.
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Figure S26h. Determination of the association constants Ka of the dimer Cap2 with the
guest G7 at 50 °C.
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Figure S27a. *H NMR spectra (600 MHz, CDCls, 25 °C) of the dimer Cap4 (0.50 mM)
(@) in the absence of 9,10-dibromoanthracene G7 and in the presence of G7 (b) 0.50 eq,
(c) 1.0 eq, (d) 2.0 eq, (e) 3.0 eq. Fig. 8: Partial spectra of Figure S27a.
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Figure S27b. *H NMR spectra (600 MHz, CDCls) of a mixture Cap4 (0.50 mM) and
9,10-dibromoanthracene G7 (1.0 mM) at (a) 50 °C, (b) 40 °C, (c) 30 °C, (d) 20 °C, (e)

10 °C, and (f) 0 °C.
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Figure S28. Arrhenius plots for the complexation of the dimers Cap2 and Cap4 with
9,10-dibromoanthracene G7.

76



L N S
P P S
© 4 ull s al i, W
JMUJ_JLLLL l 1

120 115 85 80 75 7.0 40 35 35 -4.0
ppm

Figure S29. 'H NMR spectra (600 MHz, CDCls, 25 °C) of equimolar mixtures of
porphyrin derivatives (0.50 mM). (a) P1 and P2b (Cap2), (b) P1, P2b, P3, and P4b, (c)
P3 and P4b (Cap4). Fig. 9: Partial spectra of Figure S29.
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Figure S30a. *H NMR (600 MHz, CDCls, —50 °C) spectra of mixtures of Cap2 (0.5 mM),
Cap4 (0.5 mM), and G1 (0-2.0 mM). (a) Cap2 and Cap4, (b) Cap2, Cap4, and G1 (0.25
mM), (c) Cap2, Cap4, and G1 (0.50 mM), (d) Cap2, Cap4, and G1 (0.75 mM), (e) Cap2,
Cap4, and G1 (1.0 mM), (f) Cap2, Cap4, and G1 (1.25 mM), (g) Cap2, Cap4, and G1
(2.0 mM). Fig. 10: Partial spectra of Figure S30a.
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Figure S30b. *H NMR (600 MHz, CDCls, 25 °C) spectra of mixtures of Cap2 (0.5 mM),
Cap4 (0.5 mM), and G1 (0-2.0 mM). (a) Cap2 and Cap4, (b) Cap2, Cap4, and G1 (0.25
mM), (c) Cap2, Cap4, and G1 (0.50 mM), (d) Cap2, Cap4, and G1 (0.75 mM), (e) Cap2,
Cap4, and G1 (1.0 mM), (f) Cap2, Cap4, and G1 (1.25 mM), (g) Cap2, Cap4, and G1
(2.0 mM).
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Figure S31. 'H NMR spectra (600 MHz, 25 °C) of mixtures of Cap2 (0.50 mM) and
Cap4 (0.50 mM), and G6 (0-1.25 mM). (a) Cap2 and Cap4 in CDCl3, (b) Cap2, Cap4,
and G6 (0.25 mM) in CDCIl:/DMSO-ds (96:4), (c) Cap2, Cap4, and G6 (0.50 mM) in
CDCI3/DMSO-ds (92:8), (d), Cap2, Cap4, and G6 (0.75 mM) in CDCIls/DMSO-ds
(89:11), (e) Cap2, Cap4, and G6 (1.00 mM) in CDCIs/DMSO-ds (86:14), (f) Cap2, Cap4,
and G6 (1.25 mM) in CDCls/DMSO-de (83:17). Fig. 11: Partial spectra of Figure S31.
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Figure S32a. 'H NMR spectrum (600 MHz, CDCIs) of compound 2.
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Figure S32b. 3C NMR spectrum (125 MHz, CDCls) of compound 2.
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Figure S33a. *H NMR spectrum (600 MHz, CDClIs) of the porphyrin derivative P2b.

83



Fo 66000°

_ - B9ECLT

<
E 2Ts1e
S
R gosoee

—— 9088'PE

— I6les

PEBLOL

IR 0000°LL

X - parts per Million - Carbon13

Fe “Nsolzic
= M W
3
o
5]
b4
o
ES
g
o
S cmctnt
ES __ wzovs6ll
= gsczotl
/Q%ZN_
- /moawmd
= 6000621
= Teve Tl
1896 1€1
o ELiTREL Lo
Es Tsseel
g
2 /nmtmm_
Th.ssELErl
!
[g ——zoovost
o __sgeracl
Es
k2 (@] @)
- o o
Fe wn n
N <
T T T T " T T T T T T T T T T = T T T T T T
@00 900 D0 00 €00 200 100 0 005 ooy 00g 002 ool 0

souspunge {sypusston)

120.0

84

140.0

160.0
X - parts per Million - Carbon13

Figure S33b. 3C NMR spectrum (150 MHz, CDCls) of the porphyrin derivative P2b.
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Figure S34a. 'H NMR spectrum (600 MHz, CDClIs) of the porphyrin derivative P4b.
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Figure S34b. 3C NMR (150 MHz, CDClIs) spectrum of the porphyrin derivative P4b.
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