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General Information 

Chemistry Data NMR spectra were recorded on a JEOL JNM-GSX400 FT NMR (1H: 400 MHz; 11B: 128 MHz; 13C: 100 MHz) spectrometer.  

1H, 13C{1H}, and 11B{1H} NMR chemical shifts (δ/ppm) are referenced to Me4Si, Me4Si, and BF3∙OEt2, respectively. Chemical shifts (δ) 

are reported in ppm [relative to residual solvent peaks (1H and 13C) or external BF3·OEt2 (11B). Multiplicities are reported as singlet (s), 

doublet (d), triplet (t), quartet (q), quintet (quint), multiplet (m), and broad (br) with coupling constants (J) reported in hertz. High 

resolution mass spectrometry was performed at DalChem Mass Spec Laboratory (Dalhousie University, Halifax, NS). 

Antimicrobial Assay Data Growth of S. warneri. P. vulgaris, P. aeruginosa and C. albicans were measured by reading optical density 

(OD600), or in the case of slow growing microorganisms (MRSA and VRE), PrestoBlue was used to assess metabolic activity by 

measuring fluorescence (535-560)⁄(590-615) (excitation/emission) using a Thermo Scientific Varioskan Flash plate reader at time zero 

and then again after incubation of the plates for 22 h at 37ºC. After subtracting the time zero OD600 from the final reading, the 

percentages of microorganism survival relative to vehicle control wells were calculated. 

Cytotoxicity Assay Data Alamar blue was added, 24 h after the treatment, and fluorescence was monitored using a Cytation Gen 5 

plate reader using 560 nm Ex/590 Em both at time zero and 4 h after Alamar blue addition. The inferred percentage of cell viability 

relative to vehicle control wells were calculated after subtracting the time zero emission 590 nm measurement from the final reading 

and the IC50 was determined. 
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NMR, IR, and HRMS Spectra of the Products 

1-(3,4-dimethoxyphenyl)-N-(4-tetradecylphenyl)methanimine(13)–1H NMR 
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1-(3,4-dimethoxyphenyl)-N-(4-tetradecylphenyl)methanimine(13)–13C NMR 
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1-(3,4-dimethoxyphenyl)-N-(4-tetradecylphenyl)methanimine (13) – IR 
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1-(3,4-dimethoxyphenyl)-N-(4-tetradecylphenyl)methanimine(13)- HRMS 
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1-(3,4-dimethoxyphenyl)-N-(4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl)methanimine (14) – 1H NMR 
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1-(3,4-dimethoxyphenyl)-N-(4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl)methanimine (14) – 13C NMR 
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1-(3,4-dimethoxyphenyl)-N-(4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl)methanimine (14) – 11B NMR
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1-(3,4-dimethoxyphenyl)-N-(4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl)methanimine (14) – IR
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1-(3,4-dimethoxyphenyl)-N-(4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl)methanimine (14) – HRMS 
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1-(3,4-dimethoxyphenyl)-N-(3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl)methanimine (15) – 1H NMR 
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1-(3,4-dimethoxyphenyl)-N-(3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl)methanimine (15) – 13C NMR 
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1-(3,4-dimethoxyphenyl)-N-(3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl)methanimine (15) – 11B NMR 
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1-(3,4-dimethoxyphenyl)-N-(3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl)methanimine (15) – IR 
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1-(3,4-dimethoxyphenyl)-N-(3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl)methanimine (15) – HRMS 
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4-tetradecyl-N-(3,4-dimethoxybenzyl)aniline (17) – 1H NMR 
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4-tetradecyl-N-(3,4-dimethoxybenzyl)aniline (17) – 13C NMR 
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4-tetradecyl-N-(3,4-dimethoxybenzyl)aniline (17) – IR 
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4-tetradecyl-N-(3,4-dimethoxybenzyl)aniline (17) – HRMS 

AnalysisInfo
Acquisition Date

11/5/2020 2:29:04 PM

D:\Data\Xiao\Nov 05 2020000016.d
AnalysisName
Method

Administrator
Operator

Xiao 2.m

Instrum
ent

micrOTOF
57

Sam
ple Name

JM
-21

Com
ment

Acquisition
Param

eter
Set Corrector Fill

45 V
Source Type

ESI 
Ion Polarity

Set Pulsar Pull
399 V

Positive 
399 V

Set Pulsar Push
n/a

CapillaryExit
90.0 V

Scan Range
125.0 V

Set Reflector
Scan Begin

Hexapole RF
1300 V

50 m/z
Set Flight Tube

Scan End
1500 m/z

40.0 V
Skimmer 1

9000 V
2200 V

23.0 V
Set Detector TOF

Hexapole 1

Sum
 Form

ula
Sigm

a
m

/z
Err [ppm

]
M

ean Err [ppm
]

rdb
N Rule

e¯
C 29 H 46 N 1 O 2 

0.15
440.3523

-3.70
-3.46

7.50
ok

even



S21

4-butyl-N-(3,4-dimethoxybenzyl)aniline (18) -1H NMR  
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4-butyl-N-(3,4-dimethoxybenzyl)aniline (18) -13C NMR  



S23

4-butyl-N-(3,4-dimethoxybenzyl)aniline (18) - IR  
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4-butyl-N-(3,4-dimethoxybenzyl)aniline (18) - HRMS 
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3,4-dimethoxy-N-[4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]- benzenemethanamine (19) – 1H NMR   



S26

3,4-dimethoxy-N-[4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]- benzenemethanamine (19) – 13C NMR  
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3,4-dimethoxy-N-[4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]- benzenemethanamine (19) – 11B NMR  
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3,4-dimethoxy-N-[4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]- benzenemethanamine (19) – IR 
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3,4-dimethoxy-N-[4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]- benzenemethanamine (19) – HRMS 
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S30

3,4-dimethoxy-N-[3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-benzenemethanamine (20) – 1H NMR 
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3,4-dimethoxy-N-[3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-benzenemethanamine (20) – 13C NMR 
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3,4-dimethoxy-N-[3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-benzenemethanamine (20) – 11B NMR 
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3,4-dimethoxy-N-[3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-benzenemethanamine (20) – IR  



S34

3,4-dimethoxy-N-[3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-benzenemethanamine (20) – HRMS 
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N-[3,4-dimethoxyphenyl)methyl]-N-(phenyl)-hexanamide (21) – 1H NMR 
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N-[3,4-dimethoxyphenyl)methyl]-N-(phenyl)-hexanamide (21) – 13C NMR  
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N-[3,4-dimethoxyphenyl)methyl]-N-(phenyl)-hexanamide (21) – IR 
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N-[3,4-dimethoxyphenyl)methyl]-N-(phenyl)-hexanamide (21) – HRMS 

AnalysisInfo
Acquisition Date

11/6/2020 9:47:09 AM

D:\Data\Xiao\Nov 06 2020000001.d
AnalysisName
Method

Administrator
Operator

Xiao 2.m

Instrument
micrOTOF

57
Sample Name

MFL-93

Comment

Acquisition
Param

eter
Set Corrector Fill

45 V
Source Type

ESI 
Ion Polarity

Set Pulsar Pull
399 V

Positive 
399 V

Set Pulsar Push
n/a

CapillaryExit
90.0 V

Scan Range
125.0 V

Set Reflector
Scan Begin

Hexapole RF
1300 V

50 m
/z

Set Flight Tube
Scan End

1500 m
/z

40.0 V
Skimm

er 1
9000 V
2200 V

23.0 V
Set Detector TOF

Hexapole 1

Sum
 Form

ula
Sigm

a
m

/z
Err [ppm

]
Mean Err [ppm

]
rdb

N Rule
e¯

C 21 H 27 N 1 Na 1 O 3 
0.11

364.1883
2.67

2.25
8.50

ok
even



S39

N-[3,4-dimethoxyphenyl)methyl]-N-(phenyl)-decanamide (22) – 1H NMR 
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N-[3,4-dimethoxyphenyl)methyl]-N-(phenyl)-decanamide (22) – 13C NMR 



S41

N-[3,4-dimethoxyphenyl)methyl]-N-(phenyl)-decanamide (22) – IR 



S42

N-[3,4-dimethoxyphenyl)methyl]-N-(phenyl)-decanamide (22) – HRMS 
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S43

N-(3,4-dimethoxyphenylmethyl)-N-[4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-hexanamide (23) – 1H NMR 
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N-(3,4-dimethoxyphenylmethyl)-N-[4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-hexanamide (23) – 13C NMR  
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N-(3,4-dimethoxyphenylmethyl)-N-[4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-hexanamide (23) – 11B NMR  



S46

N-(3,4-dimethoxyphenylmethyl)-N-[4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-hexanamide (23) – IR 
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N-(3,4-dimethoxyphenylmethyl)-N-[4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-hexanamide (23) – HRMS 
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S48

N-(3,4-dimethoxyphenylmethyl)-N-[4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-decanamide (24) – 1H NMR  
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N-(3,4-dimethoxyphenylmethyl)-N-[4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-decanamide (24)– 13C NMR  



S50

N-(3,4-dimethoxyphenylmethyl)-N-[4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-decanamide (24) – 11B NMR 
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N-(3,4-dimethoxyphenylmethyl)-N-[4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-decanamide (24) – IR  
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N-(3,4-dimethoxyphenylmethyl)-N-[4-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-decanamide (24) – HRMS 
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S53

N-(3,4-dimethoxyphenylmethyl)-N-[3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-hexanamide (25) – 1H NMR  
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N-(3,4-dimethoxyphenylmethyl)-N-[3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-hexanamide (25) – 13C NMR  



S55

N-(3,4-dimethoxyphenylmethyl)-N-[3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-hexanamide (25) – 11B NMR 



S56

N-(3,4-dimethoxyphenylmethyl)-N-[3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-hexanamide (25) – IR 
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N-(3,4-dimethoxyphenylmethyl)-N-[3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-hexanamide (25) – HRMS 
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S58

N-(3,4-dimethoxyphenylmethyl)-N-[3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-decanamide (26) – 1H NMR  
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N-(3,4-dimethoxyphenylmethyl)-N-[3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-decanamide (26) – 13C NMR 



S60

N-(3,4-dimethoxyphenylmethyl)-N-[3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-decanamide (26) – 11B NMR 



S61

N-(3,4-dimethoxyphenylmethyl)-N-[3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-decanamide (26) – IR 



S62

N-(3,4-dimethoxyphenylmethyl)-N-[3-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)phenyl]-decanamide (26) – HRMS 
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S63

N-(3,4-dimethoxybenzyl)-N-phenylpent-4-enamide (27) – 1H NMR  



S64

N-(3,4-dimethoxybenzyl)-N-phenylpent-4-enamide (27) – 13C NMR  



S65

N-(3,4-dimethoxybenzyl)-N-phenylpent-4-enamide (27) – IR  



S66

N-(3,4-dimethoxybenzyl)-N-phenylpent-4-enamide (27) – HRMS 

Analysis
Info

Acquisition Date
11/5/2020 1:44:11 PM

D:\Data\Xiao\Nov 05 2020000012.d
AnalysisNam

e
Method

Administrator
Operator

Xiao 2.m

Instrument
m

icrOTOF
57

Sample Nam
e

JM-34

Com
ment

Acquisition
Param

eter
Set Corrector Fill

45 V
Source Type

ESI 
Ion Polarity

Set Pulsar Pull
399 V

Positive 
399 V

Set Pulsar Push
n/a

CapillaryExit
90.0 V

Scan Range
125.0 V

Set Reflector
Scan Begin

Hexapole RF
1300 V

50 m/z
Set Flight Tube

Scan End
1500 m/z

40.0 V
Skimmer 1

9000 V
2200 V

23.0 V
Set Detector TOF

Hexapole 1

Sum
 Form

ula
Sigm

a
m

/z
Err [ppm

]
Mean Err [ppm

]
rdb

N Rule
e¯

C 20 H 23 N 1 Na 1 O 3 
0.12

348.1570
-1.31

-1.35
9.50

ok
even



S67

N-(3,4-dimethoxybenzyl)-N-phenylnon-8-enamide (28) – 1H NMR  



S68

N-(3,4-dimethoxybenzyl)-N-phenylnon-8-enamide (28) – 13C NMR  



S69

N-(3,4-dimethoxybenzyl)-N-phenylnon-8-enamide (28) – IR  



S70

N-(3,4-dimethoxybenzyl)-N-phenylnon-8-enamide (28) – HRMS 
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S71

N-(4-butylphenyl)-N-(3,4-dimethoxybenzyl)non-8-enamide (29) – 1H NMR 
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N-(4-butylphenyl)-N-(3,4-dimethoxybenzyl)non-8-enamide (29) – 13C NMR 



S73

N-(4-butylphenyl)-N-(3,4-dimethoxybenzyl)non-8-enamide (29) – IR 



S74

N-(4-butylphenyl)-N-(3,4-dimethoxybenzyl)non-8-enamide (29) – HRMS
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S75

N-(3,4-dimethoxybenzyl)-N-(4-tetradecylphenyl)non-8-enamide (30) – 1H NMR  
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N-(3,4-dimethoxybenzyl)-N-(4-tetradecylphenyl)non-8-enamide (30) – 13C NMR  



S77

N-(3,4-dimethoxybenzyl)-N-(4-tetradecylphenyl)non-8-enamide (30) – IR  



S78

N-(3,4-dimethoxybenzyl)-N-(4-tetradecylphenyl)non-8-enamide (30) – HRMS 
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S79

N-(3,4-dimethoxybenzyl)-N-phenyl-5-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)pentanamide (31) – 1H NMR  
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N-(3,4-dimethoxybenzyl)-N-phenyl-5-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)pentanamide (31) – 13C NMR  



S81

N-(3,4-dimethoxybenzyl)-N-phenyl-5-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)pentanamide (31) – 11B NMR  



S82

N-(3,4-dimethoxybenzyl)-N-phenyl-5-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)pentanamide (31) – IR  
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N-(3,4-dimethoxybenzyl)-N-phenyl-5-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)pentanamide (31) – HRMS 
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S84

N-(3,4-dimethoxybenzyl)-N-phenyl-9-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)nonamide (32) – 1H NMR  
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N-(3,4-dimethoxybenzyl)-N-phenyl-9-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)nonamide (32) – 13C NMR 



S86

N-(3,4-dimethoxybenzyl)-N-phenyl-9-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)nonamide (32) – 11B NMR  



S87

N-(3,4-dimethoxybenzyl)-N-phenyl-9-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)nonamide (32) – IR  



S88

N-(3,4-dimethoxybenzyl)-N-phenyl-9-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)nonamide (32) – HRMS 
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S89

N-(4-butylphenyl)-N-(3,4-dimethoxybenzyl)-9-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)nonamide (33) – 1H NMR  
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N-(4-butylphenyl)-N-(3,4-dimethoxybenzyl)-9-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)nonamide (33) – 13C NMR  



S91

N-(4-butylphenyl)-N-(3,4-dimethoxybenzyl)-9-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)nonamide (33) – 11B NMR  



S92

N-(4-butylphenyl)-N-(3,4-dimethoxybenzyl)-9-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)nonamide (33) – IR  



S93

N-(4-butylphenyl)-N-(3,4-dimethoxybenzyl)-9-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)nonamide (33) – HRMS  
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S94

N-(3,4-dimethoxybenzyl)-N-(4-tetradecylphenyl)-9-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)nonamide (34) – 1H NMR  



S95

N-(3,4-dimethoxybenzyl)-N-(4-tetradecylphenyl)-9-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)nonamide (34) – 13C NMR  



S96

N-(3,4-dimethoxybenzyl)-N-(4-tetradecylphenyl)-9-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)nonamide (34) – 11B NMR  
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N-(3,4-dimethoxybenzyl)-N-(4-tetradecylphenyl)-9-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)nonamide (34) – IR 



S98

N-(3,4-dimethoxybenzyl)-N-(4-tetradecylphenyl)-9-(4,4,5,5-tetramethyl-1,3,2-dioxaborolan-2-yl)nonamide (34) – HRMS 
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Antimicrobial and Cytotoxicity Data 

Antimicrobial Data  
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Cytotoxicity Data 
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