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Table S1 Summary of results for unseeded binary mixtures. Each row shows the effect that
different alloforms have on the aggregation of that peptide. Acceleration of aggregation is indicated
by green, inhibition is indicated by red. Results for ABso/AB42 mixture taken from [1].
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Table S2 Summary of results for cross-seeding. Rows show the monomer, with columns showing
the seed peptide. Acceleration of aggregation is indicated by green. Results for ABso/AB42 cross-

seeding taken from [1].
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Figure S1 Aggregation kinetics of (a) AP and (b) AB42 in 20 mM sodium phosphate buffer, pH 7.4,
with 200 pM EDTA, 0.02% NaNs, and 20 uM ThT. The concentrations shown here are identical to
those used for each peptide in binary mixtures with ABs7 and ABss (Figure 4 for ABso and Figure 6
for ABa42).
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Figure S2 Extended time-course for data shown in Figure 4a-b, showing the effect of AB4o at
varying concentrations on the aggregation of (a) ABs7 or (b) ABss. Experiments were performed in
20 mM sodium phosphate buffer, pH 7.4, with 200 uM EDTA, 0.02% NaN3, and 20 pM ThT.
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Figure S3 Fibril grey scale profiles, used for the helical half-pitch period measurements shown in
Figure 5b. A representative micrograph, fibril segment, and grey scale profile is shown for ABs7,
ABazs, ABao, and binary ABsz/AB4o and ABss/AB4o mixtures. Grey scale profiles were generated using
Imaged.
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Figure S4 Full aggregation profile for 3 pM ABa42 with 6 uM of ABs7/ABss/AB4o mixtures in varying
molar ratios (close-up of first fluorescence transition shown in Figure 11). The coloring of each
sample corresponds to that in Figure 11. Experiments were performed in 20 mM sodium phosphate
buffer, pH 7.4, with 200 uM EDTA, 0.02% NaN3, and 20 uM ThT.
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Figure S5 ThT fluorescence scales linearly with aggregate concentration for each of ABs7 (pink),
ABss (blue), ABao (green), and ARz (red). Readings were taken at the final fluorescence plateau for
each sample; points represent the triplicate mean, with error bars showing standard deviation.
Experiments were performed in 20 mM sodium phosphate buffer, pH 7.4, with 200 uM EDTA,
0.02% NaN3, and 20 uM ThT.
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