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(b) ESI-MS

(a) Analytical UPLC (λ = 214 nm)

(c) TIC chromatogram
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(b) ESI-MS

(a) Analytical UPLC (λ = 214 nm)

(c) TIC chromatogram
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(c) ESI-MS

(a) Analytical UPLC (λ = 214 nm) (b) MALDI-ToF

(d) TIC chromatogram
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(a) ESI-MS (b) TIC chromatogram
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(c) ESI-MS

(a) Analytical UPLC (λ = 214 nm) (b) MALDI-ToF

(d) TIC chromatogram
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(c) ESI-MS

(a) Analytical UPLC (λ = 214 nm) (b) HR-ESI-MS

(d) TIC chromatogram
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(b) ESI-MS

(a) Analytical UPLC (λ = 214 nm)

(c) TIC chromatogram
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(b) ESI-MS

(a) Analytical UPLC (λ = 214 nm)

(c) TIC chromatogram
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(b) ESI-MS

(a) Analytical UPLC (λ = 214 nm)

(c) TIC chromatogram
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(b) ESI-MS

(a) Analytical UPLC (λ = 214 nm)

(c) TIC chromatogram
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(b) ESI-MS

(a) Analytical UPLC (λ = 214 nm)

(c) TIC chromatogram
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(c) ESI-MS

(a) Analytical UPLC (λ = 214 nm) (b) MALDI-ToF

(d) TIC chromatogram
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(c) ESI-MS

(a) Analytical UPLC (λ = 214 nm) (b) MALDI-ToF

(d) TIC chromatogram
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(c) ESI-MS

(a) Analytical UPLC (λ = 214 nm) (b) MALDI-ToF

(d) TIC chromatogram
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(c) ESI-MS

(a) Analytical UPLC (λ = 214 nm) (b) MALDI-ToF

(d) TIC chromatogram
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(c) ESI-MS

(a) Analytical UPLC (λ = 254 nm) (b) MALDI-ToF

(d) TIC chromatogram
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(c) ESI-MS

(a) Analytical UPLC (λ = 214 nm) (b) MALDI-ToF

(d) TIC chromatogram
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(c) ESI-MS

(a) Analytical UPLC (λ = 214 nm) (b) MALDI-ToF

(d) TIC chromatogram
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(c) ESI-MS

(a) Analytical UPLC (λ = 214 nm) (b) MALDI-ToF

(d) TIC chromatogram



S G R G K Q G K A R A K K T R S S R A GGH L Q F P V G V H R L L R K G N Y ARA

E R V G A G P V Y L A A L E Y L T A E IA L E L A G N A R D N K K T R I I PAV

R H L Q L A R N D E E L K L L G K V T II A Q G G V L N I Q A V L L P K KPN

E S H H K A G KK OHC

S

OO
O

O
O

OMe



®

®

(c) ESI-MS

(a) Analytical UPLC (λ = 214 nm) (b) MALDI-ToF

(d) TIC chromatogram
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(c) ESI-MS

(a) Analytical UPLC (λ = 214 nm) (b) MALDI-ToF

(d) TIC chromatogram
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(a) Arylation of 2 with 1

(b) Analytical UPLC time points
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(a) Arylation of 5 with 4

(b) UPLC-MS time points

(a) Arylation of 11 with 4

(b) UPLC-MS time points
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(a) Arylation of 15 with 14

(b) MALDI-ToF time points

(c) UPLC-MS time points
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(a) Arylation of 11 with 20

(b) MALDI-ToF time points

(c) UPLC-MS time points
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(a) Arylation of 11 with 21

(b) MALDI-ToF time points

(c) UPLC-MS time points
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(a) Arylation of 15 with 20 in HEPES buffer

(b) MALDI-ToF time points
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(a) Arylation of 15 with 20 in phosphate buffer

(b) MALDI-ToF time points

(c) UPLC-MS time points
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(a) Arylation of 15 with 21

(b) MALDI-ToF time points

(c) UPLC-MS time points
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Stability of thioether linkage in peptide 6

Peptide 6 after 
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CD spectra of zEGFR conjugates
zEGFR-PEG3-biotin (13)

zEGFR-mPEG4 (16) zEGFR-mPEG8 (17)

zEGFR-alkyne (12)
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(a) Sequence coverage

(b) MS/MS spectrum of modified tryptic peptide
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(b) MS/MS spectrum of modified tryptic peptide
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(a) Sequence coverage

(b) MS/MS spectrum of modified tryptic peptide
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(a) Sequence coverage

(b) MS/MS spectrum of modified tryptic peptide
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(a) Sequence coverage

(b) MS/MS spectrum of modified tryptic peptide
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(b) MS/MS spectrum of modified tryptic peptide
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(a) Sequence coverage

(b) MS/MS spectrum of modified tryptic peptide
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