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Figure S1.  Box graph of differentially expressed N-glycans in gastric cancer. 



Figure S2. ROC curve analysis of differentially expressed N-glycans. 



Figure S3. Fisher scores of the N-glycan dataset (relative area of neutral glycans). 

Figure S4. Fisher scores of the N-glycan dataset (relative area of whole glycans). 



Figure S5. Fisher scores of the N-glycan dataset (analyte area of neutral glycans). 

Figure S6. Fisher scores of the N-glycan dataset (analyte area of whole glycans). 


