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S3: Chromatogram of protein and peptide standards on Poroshell 300 Å Column.

S4: Reversed phase-high performance liquid chromatography (RP-HPLC) profiles of protein
fractions produced by solvent precipitation
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S5: Chromatogram (a): sample # 5 eluted with 10% methanol and 90% water; (b): sample # 6
received 100% ammonium hydroxide
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