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Supplementary figures (the whole uncropped images of the original Western blot)
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Supplementary figure 1. A: The grayscale statistics results of TGF-, NLRP3, a-SMA, IL-1j3
and IL-6 of Fig. 2D. B: After the Echocardiography, the heart tissues of mice were obtained,
three mice were randomly selected and the protein expression of TGF-, NLRP3, a-SMA, IL-
1B and IL-6 (Fig. 2D) in heart tissue was determined by Western blot with 3 repeats. *p < 0.05,




**p < 0.01, ***p <0.001 vs Control group; *p < 0.05, #p <0.01 » ##p <0.001 vs DOX group;

ns: not significant.
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Supplementary figure 2. A: The grayscale statistics results of SOD1, BAX, SOD2, PGC-1a,
Nrf2, caspasel and Bcl-2 in Fig. 3C with 3 repeats. B: heart tissues of mice were used to
determine protein expression of SOD1, BAX, SOD2, PGC-1a, Nrf2, caspasel and Bcl-2 (Fig.



3C) by Western blot with 3 repeats. *p < 0.05, **p < 0.01, ***p < 0.001 vs Control group; #p <
0.05, #p < 0.01 vs DOX group; ns: not significant.
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Supplementary figure 3. A: The grayscale statistics results of p-AMPKo/AMPKa, SIRT3,
FOXO3a, CD36, PPARa and FABP4 in Fig. 4A with 3 repeats. B: The heart tissues of mice
were used to determine protein expression of AMPKa, SIRT3, FOXO3a, CD36, p-AMPKa,
PPARa and FABP4 (Fig. 4A) by Western blot with 3 repeats. *p < 0.05, **p < 0.01, ***p <
0.001, ****p <(.0001 vs Control group; *p < 0.05, #p <0.01 » ##p <0.001 vs DOX group; ns:
not significant.
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Supplementary figure 4. A: The grayscale statistics results of NLRP3, IL-1f, IL-6, a-SMA,
SODI1, PGC-1a, BAX, caspase-1 (Fig. 6A), p-AMPKo/AMPKa, PPARa, CD36, FABP4,
SIRT3 and FOXO03a (Fig. 6B) with 3 repeats. B: Protein expression of NLRP3, IL-1f3, IL-6, a-
SMA, SODI1, PGC-1a, BAX, caspase-1 (Fig. 6A), p-AMPKa, AMPKa, PPARa, CD36,
FABP4, SIRT3 and FOXO3a (Fig. 6B) protein were determined by Western blot after DOX
alone or DOX plus DAI treatment in H9¢2 cells with 3 repeats. **p <0.01, ***p <(0.001, ****p
< 0.0001 vs Control group; “p < 0.05, #p < 0.01 » ##p < 0.001, ##p < 0.0001 vs DOX group;

ns: not significant.
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Supplementary figure 5. A: The grayscale statistics results of SIRT3, FOXO3a, PPARa,
CD36, BAX, SODI1, Nrf2 (Fig. 6C) with 3 repeats. B: Protein expression of SIRT3, FOXO3a,
PPARa, CD36, BAX, SODI1, Nrf2 (Fig. 6C) protein were determined by Western blot after si-
Ctrl or si-SIRT3 transfection and DOX alone or DOX plus DAI treatment in H9¢2 cells with 3

repeats. *p < 0.05, **p < 0.01, ***p < 0.001, ****p < (0.0001 vs Control group; “p < 0.05, #p
<0.01 » #p < 0.001 vs DOX group; ns: not significant.



