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Table S2 Strain or Plasmids used in this study

Strain or Plasmid Relevant genotypes Sources
Strains
(Liu et al.,
2015; Zhou
SL1344 Wild-type serovar Typhimurium et al., 1999)
(Lin et al.,
JS749 att::pDX1::hilA-lacZ 2008)
(Linetal.,
JS751 att::.pDX1::sopB-lacZ 2008)
(Linetal.,
JS752 att::.pDX1::sicA-lacZ 2008)
DL1103 SipA*3flag This study
DL1104 sipB*3flag This study
DL1113 WT::prgK-6p-1 This study
DL1114 WT::prgH-6p-1 This study
DL1116 WT::spaR-6p-1 This study
DL1117 WT::invG-6p-1 This study
DL1118 WT::spaS-6p-1 This study
DL1119 WT::prgJ-6p-1 This study
DL1115 WT::sipA-lactamase This study
Plasmids
(Luo and
Isberg,
pSR47s oriR6K, oriT RP4, KanR, SacB 2004)
pKS Amp, Construct used for in-frame knock in 3*flag This study
Cm" ColEloriV RP4oriT,helper plasmid in triparental
pRK600 mating Invitrogen
pKD3 Construct used for in-frame deletion of sipA and sipB  Invitrogen
pCP20 bla cat cl857 PRflppSC101 oriTS Invitrogen
pKD46 blaPBADgam bet exopSC101 ori TS Invitrogen
pGEX-6p-1 For expression GST-tagged protein S. Typhimurium  Invitrogen
pDL1210 pGEX-6p-1:: prgK This study
pDL1211 pGEX-6p-1:: prgH This study
pDL1216 pGEX-6p-1::spaR This study
pDL1217 pGEX-6p-1.:invG This study
pDL1218 pGEX-6p-1.:spaS This study



pDL1219 pGEX-6p-1::prgJ This study
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