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Supplementary Materials:

Supporting materials: 1 Figure and 1 Table.

Table S1 was used to point to Section 3.1.

Fig. S1 was used to point to Section 3.2, , Fig. S2 was the raw gel electrophoresis image of Fig.4,

Fig. S3-S5 were raw gel electrophoresis images of Fig.5.

Table S1 The nucleic acid sequence and amino acid sequence of Lpegl4265
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ATG GAT TAT CAA ATA ACG CAG GCC AAT CAG CCC TTG ATG CCG GCA
Met Asp Tyr GIn Ile Thr GIn Ala Asn GIn Pro Leu Met Pro Ala

TAC TTT CAG GGG CGT TGG GCG GTC AAG CAA ATT GCG GAT CGA GAC
Tyr Phe GIn Gly Arg Trp Ala Val Lys GlIn Ile Ala Asp Arg Asp

GTG ATG TAT AGC ACT AAT TTG GGT GCT GAA ATC GAT TTT CAA GTC
Val Met Tyr Ser Thr Asn Leu Gly Ala Glu Ile Asp Phe Gln Val

ACT GAT GCT AGT TTT GTG CGG TTG ACA TTC TTG CCG TTG GCG TAT
Thr Asp Ala Ser Phe Val Arg Leu Thr Phe Leu Pro Leu Ala Tyr

GAG CTA CCG AGT TGG GTG GCG ATC CAG ATT GAT GGC TTG CCT TTT
Glu Leu Pro Ser Trp Val Ala Ile Gln Ile Asp Gly Leu Pro Phe

CAA CGG CAG GCG GTG ACG AAT GAC CCC CTA TGG TTG ACA CTG GAT
GlIn Arg Gln Ala Val Thr Asn Asp Pro Leu Trp Leu Thr Leu Asp

GGT CGG CCT CAC GTG GTA CGG GTA GTT TTG AGT GGT AAT ACT GAT
Gly Arg Pro His Val Val Arg Val Val Leu Ser Gly Asn Thr Asp

GAG GAC CGT GTG TGG GAT GGC AAT CAA GGT TTT ACA GTG AAA GAC
Glu Asp Arg Val Trp Asp Gly Asn Gln Gly Phe Thr Val Lys Asp

CTG ACG ACA GAT GGT GAG TTA CAG CCA GTT CGG TTA GGC CGA CAC
Leu Thr Thr Asp Gly Glu Leu Gln Pro Val Arg Leu Gly Arg His

AGT GTG ACG TGG ATT GGG GAT TCA CTG ACG GCC GGC TGC TGG GTC
Ser Val Thr Trp Ile Gly Asp Ser Leu Thr Ala Gly Cys Trp Val
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ATG GGT AAG AAC CCT GCC GAA GAT TAT CGC GCG GAA GCC AAC TAt
Met Gly Lys Asn Pro Ala Glu Asp Tyr Arg Ala Glu Ala Asn Tyr

GCG GCG GTT GCG AGT GAC TTG TTG AAT GCA CGG AAT GTC CGC ATT
Ala Ala Val ALeua Ser Asp Leu Leu Asn Ala Arg Asn Val Arg lle

GCT TAT AGT GCC GTT GGT CTC AGT AAA CCA GGA ACT GGT GGC GTA
Ala Tyr Ser Ala Val Gly Leu Ser Lys Pro Gly Thr Gly Gly Val

CCG GTA CTG CCG GAG GTT TTA ACA GCC GTG GAT AGT AAA ACG ACG
Pro Val Leu Pro Glu Val Leu Thr Ala Val Asp Ser Lys Thr Thr

TGG CAA CCA GTA CCC ACG GAT TTA GTT GTG ATT AAT GTT GGT ACT
Trp Gln Pro Val Pro Thr Asp Leu Val Val lle Asn Val Gly Thr

AAT GAT CGG CAT ACG GAT GAT ACG ACG TTC ACG GTA GTT TTG CGC
Asn Asp Arg His Thr Asp Asp Thr Thr Phe Thr Val Val Leu Arg

CGC TTC CTT AAT CAG GTG CAG ACG CTT TAC CCG AAT AGC CGG CTT
Arg Phe Leu Asn GIn Val Gln Thr Leu Tyr Pro Asn Ser Arg Leu

GCT GTA ATG ATC CCG TTT AAT CAG AAT TTT GCG GCG ATT ATT CGC
Ala Val Met Ile Pro Phe Asn GIn Asn Phe Ala Ala Ile Ile Arg

GCG GTC GTG GCC GAA TTT ATG CAA TTG CAA CTC ATT GAA ACG GCT
Ala Val Val Ala Glu Phe Met Gln Leu Gln Leu Ile Glu Thr Ala

ACT TGG CAA CTC AGT ACC ACG GAC GGG GTG CAT TTA GAT TTA GCT
Thr Trp Gln Leu Ser Thr Thr Asp Gly Val His Leu Asp Leu Ala

GGC TCC CGG ATG GCG GGC GAA TTA ACA GCA CAA GCG TTG CGG ACA
Gly Ser Arg Met Ala Gly Glu Leu Thr Ala Gln Ala Leu Arg Thr

CAG TAT CCA GAT GTT TTT AAA TCG TGA
GIn Tyr Pro Asp Val Phe Lys Ser -
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AATAATTTTET TTAACT TTAAGRAGGAGA TA TACCATGGACT ACCAGATT AC CCAG GO GA A CAGCC GL TG AT GCCGGCGTAT TT TC AAGE TC GTT GEGC G TEAAGCAL

AQ3-TH514602-LPEG14265-T7.abl (1>810)
LPEG14265. seq(l>999)

AATaaTTTTET TTaaCT TTAAGARGGAGATATACCATGGACTACCAGATTAC CCAGGCGARC CAGCC G TGAT GCCGGCGTAT TTTCAAGETC GTT GGG G TGAAGCAL
ATGEACTACCAGAT TACC CAGECGRA CCAGCCGCT GATGCCGECGTATT TTCARGGT CETTGGECGET GARGCAG
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ATTGOGEATCGTGACGT GATG TACAGC ACCARC CTGEGCCCGGAGATCGACT TCCAGG TGAC CEATGCGAGCT TCGT TCGTCTGACC TTTC TG COGCTGGLGTATG ARCT

AQ3-TH514602-LPEG14265-T7.abl (1>810)
LPEG14265.5eq (1>999)

ATTGCGGATCGTGACGT GATGTACAGCACCARCC TGGECGCGGAGATCGAC TT CCAGG TGACCGATGCGAGC TTCGT TCGTC TGACC TT TCT GC CGCTGGCGTATGAACT
ATTECGGATCGTGRCGT GRTGT ACAGCAC CRACC TGGEC GCGEAGR TCGAC TT CCAGG TGACC GATGCGAGC TTCGT TCGTC TGACC TT TCTGC CGCTG GCGTATGRACT
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GCCEAGCTGEETGECGATCCARATTGATGETCT GCCCGT TTCAGC GT CAAGCGGT TACC AR CG ACCCGCTGT GECTGACCCT GEAT GG CCETCC GCATG TEET TCGTCTGE

A03-TH514602-LPEG14265-T7 . abl (1>810)
LPEG14265. seq(1>999)

GCCGAGCTGEGTGECEATCCARAT TEA TG GTCTGCCGTT TCAGCGTCARAGC GG TTACC AR CGACCCGCTE TEGCT GACC CTG GATGE CCGTCCG CATGT GG TTCGTGT GG
GCCGAGCTGEGTGECGATCCARAT TGATGGTCTGCCGTT TCAGCGT CAAGC GETTACC AR CGACCCGCTG TG GCT GACC CTG GATGGCCGTCCGCATETGETTCGT GTGE

340 350 3a0 370 380 380 400 410 420 430 440

TTCTGAGCGET ARCACCGACGAGGATCGTGTGT GEGAC GG TARC CAGGGC TT CACCGT TAAG GACCT GACC ACCGAT GG TG AR CTGC AACCGE TGCGTCTGEGCCETCAL

A03-TH514602-LPEG14265-T7.abl {1>810)
LPEG14265. seq(L>999)
A03-TH514602-LPEG14265-2-8EQ1F.abl (1>814)

T TGAGCGETARCACC GROGAGGATCET T TG GEACGET AR CCA GG LT TCACCET TR AGG AC CT GAC CACCGAT GG TEA AC TEC AR CCGGT GCGTC TG GECCETCAC
TICTGAGCGETARCACC GACGAGGEATCGT GT GTGGEACGET ARCCAGG GCT TCACCGT TAAGGAC CT GAC CACCGAT GE TGARC TGCARCCGET GCGTC TGGECCETCAC
GTGAACTGCAACCGETGCETCTGGGCCGTCAL
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AGCGTTACCTGGATCGGTGATAGCC TG ACCGOGGETTGCTGEGTGATGGECA AR AR CCOGEC GEAGGACTACC GTGCGGARAGCGARC TATGCE GOGGT TGLGAGCGATCT

AQ3-TH514602-LPEG14265-T7 .abl (1>810)
LPEG14265. seq(1>%99)
A03-TH514602-LPEG14265-2-5EQ1F . abl (1>814)

AGCGTTACCTGGATC GG TGATAGCCTGAC CGOGGET TRC TEGE TEA TG GEC AR AR RCCCGGOGGAGGACT ACCGT GC GG ARG CGARC TATGC GG CGGTTGCGAGCGATCT
AGCETTACCTGGATC GG TGATAGCCTGAC CGOGGET TEC TEGETGR TG GEC AR RA RCCCGECGGRGEACT ACCGT GGG ARG CEAAC TATGC GG CGGTT GLGAGCGATCT
AGCETTACCTGGATC GG TGATAGCCTGAC CGOGGET TRC TG GG TGATG GRC AR A ACCCGGOGGAGGACT ACCGT GC GG ARG CGAAC TATGC GG CGGTT GCGAGCGATCT
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GCTGARCGCGCGTARCG TGO TATT GO GT ACAG CGCGETT GG TC TEAGCARA CCGEET ACCGGT GECGTGC CEGT TC TG CC GEARGT GO TGAC CEC GG TTGACAGC RARA

AQ3-TH514602-LPEG14265-T7 .abl (1>810)
LPEG14265. seq(1>999)
A03-TH514602-LPEG14265-2-5EQLF .abl (1>814)

GCTGARCGCECGTAACG TECGTAT TRCGTACAGC GLGET TG TCTGAG CAR AC CGGET ACCGE TG ECGTECCGET TC TG OO GRAAGT GC TEACC GO GET TGACAGCARAR
GCTEARCGOECETRACG TECCTAT TRCGTACAGC G GET TG GTCTGAC CAR ACCEGETAC COE TG ECGTECCGET TC TG COGGRAGT GC TEACC GCGET TGACAGC AR AL
GCTGAM GCCOGTAACG TGOGT AT TGCGT ACAGC GCGET TEGTCTEAG CAA AL CGEET AL CGE TEEC GTECCGET TC TG OOGGAAGT GC TGACC GCCGET TGACAGCARAR
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CCACCTEGECAGCCGETEOCEACCGACC TEGT GG TTATTAACS TT GG CACC AR CGAT CG TCACACCEACEAT ACCACC TTCACCGT GG TTCTGC GTC GT TTTC TEARCCAS

A03-TH314602-LPEG142 65-T7 .abl (1»810)
LEEG14265. seq(1>53499)
A03-TH514602-LPEG14265-2-5EQ1F .abl (1>814)

CCACCTGGCAGCCGETGCCGACCGACC TGETGET TATTARC GT TGGCACCARC GATCG TCACACCGACGA TACCACC TTCACCEG TGE TTCTGCG TCGTT TTCTGRAACCAG
CCACC TeGCA G CEE TE OO GAC CeACC T T GET TA TTA A G T TG CACCA AC GA O TC ACA CC GACGA TACCACC TT CAC CE TGE TTCTE CE TCGTT TTCTGARCC AL
CCACCTGGECAGCCEETGCCGACCEACC TG GTGET TATTARC GT TGGCACCAACGATCG TCACACCGACGA TACCACC TTCACCE TGE TTCTGCG TCGTT TTCTGAACCAG

780 790 ao0o 810 azo 830 a40 as0 a60 a70 aao

GTGCARRCCCTGTATCCGRACAGCCGT CTGECGGT TATGATCCCGT TCARCC AGARCT TTGCGECGATCAT TCGT GCGE TG GT TR CEGAGT TT ATGCAGC TG CARCTGAT

A03-TH514602-LFEG14265-T7 .abl (1>810)
LPEG14265. seq(1>999)
A03-TH514602-LFPEG14265-2-5EQ1F .abl (1>814)

GTGCARACCCTGTATCCGARCAGCCGTCTGGCGETTATGA
GIGCARACCCTGTATCCGRACAGCOGTCT GGOGG TTATGAT CCOGT TCARCCAGARCT TT GOGECGATCATT CGT GCGE TGE TT GOGGAGTT TATGCAGCT GCARC TGAT
GTGCARACCCTGTATCC GRACAGCCGTCT GGOGGTTATGATCCOGT TCARC CAGARCT TTGOGGCGATCATT CGT GGG TGE TT GCGGAGTT TR TGCAGCT GCARC TGAT
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TGEARACCGCEACC TEGECARCT GAGC ACCACC GACGETE TTCACC TEEATC TR GCGEETAGCO T AT GL GE GO GARC TEAC CECECARGCECT GOE TACCCAATACCOGE

LFEG14265. seq(1>999)
A03-TH514602-LPEG14265-2-5EQ1F.abl {1>814)

TEARACCECGACCTGEC AACTGAGCAC CACCGAC GETET TCACCTGGA TCT GECEGET AGCCG TA TG GO GEOGARC TG ACC GCGCARAGCGC TG CG TRCCCARTACCCGE
TER AR CCGOGACCTGEC AR CT AL CAC CA O GAC GE TR T T AC LT GA T T G CG GETAG LG TATC GO G GE LA AC TR ACC GEGCAAGCGC TR CETACCCARTACCCGE
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ATGTTT TCARGAGCCACCACCACCACCACCATT AATGARAGCTTGCGECCGC ACTCGAGCAC CACCACCAC CACCAC TGAGAT CCGECTGC TARCA RAGCCCGRRAGGAR

LPEG14265. seq(1>999)
A03-TH514602-LPEG14265-2-5EQ01F.abl (1>814)

ATGTTTTCAAGAGCCACCACCACCACCACCATTAATGAAAGCTT
ATGTTTTCAAGRGOCAC CRCCACCACCACCATTAATGAAACCT TGCGECCGCACTCGRAGCACCACCACCACCACC ACTGAGR TCOGECTGCT AR CARRGCCOGARAGGAR
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GCTGAGTTGEC TGCTGCCACCGC TGAGCART AR CTAGCAT AACCCC TT GGG CC TC TARACGGETCT TGAGGEGT TT TT TECT GARA GG AGGR ACT ATATCCGEAT TGGC

AQ3-TH314602-LPEG14265-2-SEQLF .abl (1>814)

GCTEAGTTGEC TGCT GCCACCEC TEAG CART AR CTAGCAT ARCCCCTT GEGE CCTC TARRCG GETCT TRAG GEGT TT TT TR CT GAAAGGAGGRACT ATATCCGEAT TGGE
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GAATGGGRACGCG

A03-TH514602-LPEG14265-2-5EQ01F .abl (1>814)

GAATGGGRCGCG

Fig. S1. Sequencing verification of the gene fragment of the digested plasmid.



Fig. S2. The raw gel image of Fig.4. (Gel electrophoresis of restriction products of recombinant
plasmid pET 28a-Lpeg14265).
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Fig. S3. The raw gel image of Fig.5 A. (SDS-PAGE analysis for the unpurified LPEG14265).
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Fig. S4. The raw gel image of Fig.5 B. (Western-blot analysis of unpurified LPEG14265). Other
lanes represent other samples and standards.



Lane M; Lane 1

Fig. S5. The raw gel image of Fig.5 C. (SDS-PAGE analysis of the purified LPEG14265). Other
lanes represent the purified protein of different concentrations.



