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Supplementary Figures
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Fig. S1. Microscopic images of LCM-dissected tissue pixels before and after protein extraction step based on sitting
drop and hanging drop methods, respectively.
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Fig. S2. Comparison of the distributions of peptide peak intensity identified using either SD method or HD method.
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Fig. S3. Gene Ontology Cellular Component (GOCC) distributions of the proteins identified from 0.04 mm? mouse

liver tissues using SD and HD methods, respectively.
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Fig. S4. Distributions of GRAVY scores (A) and peptide lengths (B) for identified peptides using three different
surfactants, including DDM, ProteaseMAX, and RapiGest, respectively.
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Fig. S5. Gene Ontology Cellular Component (GOCC) distributions of the identified proteins using three different

detergents, including DDM, ProteaseMAX, and RapiGest, respectively.
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Fig. S6. The numbers of identified proteins for luminal epithelial cells (Epi) and stromal cells (Stro) from mouse
uterine tissue sections without and with MBR.
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Fig. S7. The abundance differences for proteins enriched in two different tissue regions (luminal epithelium-dominant
and stroma-dominant).



Supporting Tables

Table S1. List of proteins identified from mouse liver tissue with hanging drop or sitting drop, and with
sizes of 0.0025 mm?, 0.01 mm?, and 0.04 mm?. (Fig. 2)

Table S2. List of proteins identified in the experiment for surfactant comparisons. (Fig. 3)

Table S3. List of proteins identified from mouse uterus tissue samples. (Fig. 4-5)



