
Fig. S2 Sugar-related metabolite accumulation at three 
different time points in uninoculated and pathogen 
inoculated root tissues of clubroot resistant (CR) and 
susceptible (CS) genotypes. Log2 fold change between CR 
and CS were calculated at all three-time points and 
heatmaps were developed. Dark blue indicates higher 
accumulation and light green indicates low accumulation 
of metabolites in CR as compared to CS genotype. (a) 
Uninoculated group. (b) Inoculated group. 1-, 4-, and 7-
DPI= indicates, days post inoculation (DPI).
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