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Figure S1 The log-normal distribution fitting of contour length (A) and network mesh 
size (B). 
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Figure S2 Semantic segmentation of other kinds of fiber network images. (A) Self-
assembly fibrils of a biosynthetic amino acid polymer synthesized by the yeast Pichia 
pastoris, reported by C. Charbonneau et al.1 (B) Amyloid-β peptide, Aβ12–28, reported 
by Y. C. Lin et al.2 (C) Apoferritin amyloid fibrils, reported by R. Jurado et al.3
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Table S1 The log-normal distribution parameters of contour length and network mesh 

size.

𝑓(𝐿,𝜇, 𝜎) =
𝐴

𝐿𝜎 2𝜋
𝑒

‒
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2𝜎2

A σ μ

Contour length 39.85 0.95 5.02 

Network mesh size 39.99 0.95 4.91
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