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Figure S1.2 Long term analysis of liposome size distribution.

Figure S1.3 Size distribution analysis of miR-146a encapsulated liposomes following freeze thaw.

Figure S2. Analytic gating strategy of flow cytometry for miR-146a transfected cells.

Figure S3. Analysis of TRAF6 and IRAK1 production in LPS treated- and LPS and free miR-146a treated differentiated
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Figure S1.1. Freeze-thaw effect on liposome without sucrose A.) Representative TEM image of liposome frozen at -80

°C without sucrose after freeze thaw. Scale bar is 1 um.
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Figure S1.2. Long term analysis of liposome size distribution. Over the course of 56 days, the size distribution of emp-
lipo, neg-lipo, and 146a-lipo was analyzed using DLS. A.-C.) Size distribution of respective liposomes at day 0. D.-F.)
Size distribution of respective liposomes at day 7. G.-1.) Size distribution of respective liposomes at day 28. J.-L.) Size

distribution of respective liposomes at day 56.
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Figure S1.3. Size distribution analysis of miR-146a encapsulated liposomes following freeze thaw. A.-D.) Size
distribution at 4 °C with 0, 1, 5, and 20% sucrose respectively. E.-H.) Size distribution at -30 °C with 0, 1, 5, and 20%
sucrose respectively. L.-L.) Size distribution at -80 °C with 0, 1, 5, and 20% sucrose respectively.
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Figure S2. Analytic gating strategy of flow cytometry for miR-146a transfected cells. After transfection/treatment of

free miR-146a and miR-146a encapsulated liposomes to A.) human aortic endothelial cells (HAECs), B.) human aortic

smooth muscle cells (SMCs), and C.) PMA-differentiated U937 cells, and cells were detached with trypsin, washed twice

with PBS, and fixed before running flow cytometry on a BD FACSymphony. Controls/cells without treatment were used

as a negative control. Data was then analyzed and gated in FlowJo 10 as shown above. The frequency of the miR-146a+

transfected cells after doublet discrimination were then evaluated and are presented in Table 2. BB515 wavelengths:

490/515nm excitation/emission.
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Figure S3. Analysis of TRAF6 and IRAKI1 production in LPS treated- and LPS & free miR-146a treated
differentiated U937 cells.



