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Figure S1. Differences in SLC2A1 expression between tumor and adjacent non-tumor tissues. 

 

  



 

 

Figure S2. Differences in SLC2A3 expression between tumor and adjacent non-tumor tissues. 

  



 

 

Figure S3. Differences in SLC2A4 expression between tumor and adjacent non-tumor tissues. 

 

  



 

 

Figure S4. Differences in SLC2A5 expression between tumor and adjacent non-tumor tissues. 

  



 

 

Figure S5. Differences in SLC2A6 expression between tumor and adjacent non-tumor tissues. 

 

  



 

 

Figure S6. Differences in SLC2A8 expression between tumor and adjacent non-tumor tissues. 

 

  



 

 

Figure S7. Differences in SLC2A9 expression between tumor and adjacent non-tumor tissues. 

 

  



 

 

Figure S8. Differences in SLC2A10 expression between tumor and adjacent non-tumor tissues. 

 

  



 

 

Figure S9. Differences in SLC2A11 expression between tumor and adjacent non-tumor tissues. 

  



 

 

Figure S10. Boxplots of SLC2A2 expression between tumor and adjacent non-tumor tissues in (a) 

GSE25097, (b) GSE14520, (c) ICGC, (d) GSE54236, (e) GSE39791, and (f) GSE76427. 

  



 

 

Figure S11. Kaplan-Meier estimates of HCC patient survival according to SLC2A2 gene expression 

from (a) GSE14520, and (b) ICGC. 

 

  



 

Table S1. The relationship between GLUT2 intensity from immunohistochemical stain and tumor 

size (The HCC and adjacent normal tissues obtained from the Pusan National University Hospital, 

IRB No. H-1609-002-001). 

GLUT2 
intensity 
(tumor) 

Tumor size 
Total 

P value 
(Fisher’s  

exact test) ~ 1.9cm 2cm ~ 4.9cm 5cm ~ 6.9cm 7cm ~ 

1 10 (11.6%) 59 (68.6%) 6 (7.0%) 11 (12.8%) 86 

0.081 2 13 (15.7%) 58 (69.9%) 9 (10.8%) 3 (3.6%) 83 

3 8 (28.6%) 15 (53.6%) 4 (14.2%) 1 (3.6%) 28 

 

 

  



 

 

Figure S12. Chemical crosslinking mechanism between CND and GLN. 

  



 

 

Figure S13. Additional TEM images of (A, B) CNDs and (C, D) GLN-CNDs. 

 

  



 

 

Figure S14. The IR spectrum of GLN. Red arrows indicate the characteristic signals of GLN molecules 

observed in the IR spectrum of GLN-CNDs. 

  



 

 

Figure S15. Photoluminescence emission map of CNDs. 



 

 

 

Figure S16. Raw Western blot data provided as per the journal data policy. 

  



 

 

Figure S17. Comparison of binding affinity of CND and GLN-CNDs based on GLUT2 expression. 

Cells were stained with (A, B) CND and (C, D) GLN-CNDs. Images were obtained by confocal 

microscopy. 

 

 

  



 

 

Figure S18. GLUT2 was upregulated in HepG2 human HCC cells. (a) SLC2A2 expression levels were 

determined using quantitative real-time polymerase chain reaction (qPCR) in GLUT2 overexpression 

cells compared with the control cells (n = 3). (b) Protein levels of GLUT2 were analyzed by western 

blotting (n = 5). (c) Cells were co-stained with the anti-GLUT2 antibody and DAPI or GLN-CNDs (n 

= 5). Images were obtained by confocal microscopy.  

  



 

 

Figure S19. The subcellular distribution of GLUT2 in patient’s tissues and HepG2 cells. (b) SLC2A2 

expression levels were determined using quantitative real-time polymerase chain reaction (qPCR) in 

human HCC cell lines (n = 4). (c) GLUT2 protein distribution was visualized by confocal microscopy 

in human HCC cell lines (n=5). 

  



 

 

Figure S20. (a) The biodistribution of near-infrared GLN-CNDs. GLN-CND was observed by. 

intravenous injections into the lateral tail veins of nude mouse. (b, c) The near-infrared signal was 

measured in liver and bladder. 

 


