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Fig.S1 The typical MS/MS spectrum of flavone/flavanone aglycones and their 

fragmentation pathways: (A) Apigenin, (B) Luteolin, (C) Quercetin.



Fig. S2 The typical MS/MS spectrum of flavonoid-O-glycosides and its fragmentation 

pathway: (A) Astragalin, (B) Kaempferide-7-O-glucoside, (C) Rutin.



Fig.S3 The typical MS/MS spectrum of flavonoid-C-glycosides and its fragmentation pathway: (A) Vitexin, (B) Schaftosi.



Fig.S4 The volcano map of the differential genes in healthy human liver tissue and 

liver cancer tissue.



Table S1 Window distributions of variable window SWATH methods.
Experiment MS Type Min m/z Max m/z
0 SCAN 49.5 999.5
1 SWATH 49.5 69.5
2 SWATH 68.5 72.5
3 SWATH 71.5 86.5
4 SWATH 85.5 107.5
5 SWATH 106.5 115.5
6 SWATH 114.5 129.5
7 SWATH 128.5 136.5
8 SWATH 135.5 159.5
9 SWATH 158.5 173.5
10 SWATH 172.5 180.5
11 SWATH 179.5 191.5
12 SWATH 190.5 241.5
13 SWATH 240.5 279.5
14 SWATH 278.5 285.5
15 SWATH 284.5 287.5
16 SWATH 286.5 353.5
17 SWATH 352.5 474.5
18 SWATH 473.5 490.5
19 SWATH 489.5 592.5
20 SWATH 591.5 999.5

Table S2 Classification results of 16 unknown samples.

Name Probability Class
Unknown-1-Taiju 0.93333 Taiju
Unknown-2-Taiju 0.99667 Taiju
Unknown-3-Taiju 0.99333 Taiju
Unknown-4-Taiju 0.99333 Taiju
Unknown-5-Taiju 0.93333 Taiju
Unknown-6-Taiju 0.99667 Taiju
Unknown-7-Taiju 0.99333 Taiju
Unknown-8-Taiju 0.99333 Taiju
Unknown-9-Duoju 0.86667 Duoju
Unknown-10-Duoju 0.95667 Duoju
Unknown-11-Duoju 0.93333 Duoju
Unknown-12-Duoju 0.92667 Duoju
Unknown-13-Duoju 0.86667 Duoju
Unknown-14-Duoju 0.95667 Duoju
Unknown-15-Duoju 0.93333 Duoju
Unknown-16-Duoju 0.92667 Duoju



TableS3 Results of KEGG pathway information.

GO Description Hits Log(q-value)
hsa04914 Progesterone-mediated oocyte maturation CCNA2|CDK1|CDC25A|PIK3R1|PLK1|CCNB3 -10.0365
hsa04110 Cell cycle CCNA2|CDK1|CDC25A|PLK1|CCNB3 -7.3006
hsa04218 Cellular senescence CCNA2|CDK1|CDC25A|PIK3R1|CCNB3 -7.00795
hsa05203 Viral carcinogenesis CCNA2|CDK1|PIK3R1 -2.76769
hsa05170 Human immunodeficiency virus 1 infection CDK1|PIK3R1|CCNB3 -2.76769
hsa04068 FoxO signaling pathway PIK3R1|PLK1|CCNB3 -3.18848
hsa04114 Oocyte meiosis AR|CDK1|PLK1 -3.18848
hsa05207 Chemical carcinogenesis - receptor activation AR|CDC25A|PIK3R1 -2.76769
hsa05200 Pathways in cancer AR|CCNA2|PIK3R1 -1.64308


