
 
Electronic Supplementary Material (ESI) for RSC Advances. 
This journal is © The Royal Society of Chemistry 2022 

 
 
 
 
 

Electronic Supplementary Information 

 

A new integrated method for tissue extracellular vesicle  

enrichment and proteome profiling 

Miaomiao Zhanga,b, Tong Liub, Zhuokun Dub, Hang Lic,b,*, Weijie Qina,b,* 

a Department of Immunology, Medical College of Qingdao University, Qingdao, Shandong 

266071, PR China 

b National Center for Protein Sciences Beijing, State Key Laboratory of Proteomics, Beijing. 

Proteome Research Center, Beijing Institute of Lifeomics, Beijing 102206, PR China. 

c Present address: School of Medical Technology, Beijing Institute of Technology, Beijing       

100081, PR China. 

*Corresponding Author E-mail: 

hang.li@bit.edu.cn (Li H.), aunp_dna@126.com (Qin W. J.) 

 
Table of Contents 

1. Supplementary Figures and Table 

Figure S1. Separation of liver tissue EV proteins in triplicates 

by SDS-PAGE (blue-stained).                                                                S2 

Figure S2. Box plot showing the intensity of EV proteins detected by all 

the four methods and by kit-TiO2 approach alone. S3 

Figure S3. The gene ontology analysis of the identified tissue EV 

proteins by the kit-TiO2 series method.  S4 

Figure S4. The number of EV proteins in cellular compartments of GO 

analysis for the different extraction methods. S5 

Table S1. Differentially expressed proteins of tissue EV from the 

healthy and HCC mice S6-S7 

Electronic Supplementary Material (ESI) for RSC Advances.
This journal is © The Royal Society of Chemistry 2022



 S2 

 

 

Figure S1. Separation of liver tissue EV proteins in triplicates by SDS-PAGE (blue-

stained). 
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Figure S2. Box plot showing the intensity of EV proteins detected by all the four 

methods and by kit-TiO2 approach alone. 
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Figure S3.  The gene ontology analysis of the identified tissue EV proteins by the kit–

TiO2 series method. 
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Figure S4. The number of EV proteins in cellular compartments of GO analysis for 

the different extraction methods. 
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Table S1.  differentially expressed proteins of tissue EV from the healthy and HCC 

 Mice 
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