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Figure S1. (a). Random functionalization to form PiBMAD; (b). GPC data of commercially 

available PiBMA; (c). 1H-NMR characterization of PiBMAD.
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Figure S2. UV-vis data of PiBMAD-AuNRs formed at various polymer concentration, which 

indicated increased absorption of PiBMAD at  = 280 nm at higher polymer concentration. 
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Figure S3. FPLC (a) and UV-vis (b) data of CCMV-AuNRs formed at various encapsulation 

buffers, which suggested thicker coating of CP on the surface of AuNRs at pH 6.8 

encapsulation buffer (50 mmol/L tris, 200 mmol/L NaCl).
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 Figure S4. Raman shift of SWCNTS dispersed in water by (a) SDS and (b) PiBMAD

 

 
 
 

Figure S5.  AFM morphology and height measurement of PiBMAD-AuNRs (a, c) and 

CCMV-AuNRs (b, d).
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Figure S6. Alternative ligands were used as templates for coating of AuNRs (a-c) and 

SWCNTs (d-f).
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Figure S7. TEM image of CCMV-SWCNTs at lower magnification.

Figure S8. FPLC analysis of capsid protein (a) and PiBMAD (b). the elution volume of 

capsid protein is around 18.5 mL, while the PiBMAD has two main fractions which eluted out 

around 17.5 mL and 27.5 mL respectively which indicated aggregation of PiBMAD itself. But 

the A280 nm/A260 nm of these two analysis are different .


