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Supplementary Fig. 1 Representative H&E staining images of tissues after oral
administration of Ag NPs and Ag NWs with various dosage for 28 days. Scale bar: 500

pm.
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Supplementary Fig. 2 (A) Representative H&E staining images of small intestine,

Ag NWs, Colon

cecum and colon after oral administration of Ag NPs and Ag NWs with various dosage
for 28 days. Scale bar: 500 um. (B) Representative images of histological sections to
evaluate intestinal integrity by immunofluorescence. DAPI, blue; ZO-1, red. Scale bars,
100 pum. (C) Bacteria in the colon stained by fluorescence in situ hybridization (FISH).
DAPI, blue; EUB338, red. Scale bars, 100 um. All data are presented as the mean +

SEM.
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Supplementary Fig. 3 Linear discriminant analysis, Effect Size (LEfSe), was used to
perform the discrimination between groups after oral exposure to Ag NPs and Ag NWs

for 14 days (A) and 28 days (B).
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Supplementary Fig. 4 The gut microbiota at phylum level in mice after oral exposure

to Ag NPs and Ag NW for 14 days (A) and 28 days (B). Firmicutes: gram-positive

bacteria. Bacteroidetes: gram-negative bacteria.



