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Table S1. GalUAase reported so far.

homology with

origin length (aa) Eisenbergiella tayi activity crystal reference
structure
(%o)*
Eisenbergiella tayi 559 - reported reported !
Faecalibacterium sp. 555 62 reported N.A. !
Bacteroides thetaiotaomicron VPI-5482 950 40 N.A. N.A. :

*Calculated based on Smith-Waterman algorithm
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Fig. S1.00(a) The amino acid sequence of GalUAase with a histidine tag at the N-terminus. (b) SDS-PAGE of
GalUAase after purification by His-tag column. Lane M, molecular wight marker; lane 1, GalUAase (66 kDa).
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Fig. S2. Measurement of reaction speed of of GalUAase (a) and Galase (b) toward NP substrates at 0.01 (triangle),
0.1 (square), 1.0 mM (circle) concentrations at 37°C. Numbers described on each liner line are slope of the line.

Concentration of enzyme is 0.05 nM. Buffer is D-PBS. Data are mean + S.D, n=3.
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Fig. S3. Reaction ratio of each p-nitrophenyl substrate by GalUAase and Galase after 18 h at 37°C and in DPBS (pH

7.4). NP in chemical structures indicates p-nitrophenyl group. Data are mean + S.D, n = 3.
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