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Fig. S1. (a) Aptamer sequence with primary amine at 5° end was first reacted with excess BISAM for 12

h to prepare acrylated aptamer. (b) Acrylated aptamer was further reacted with excess PEI for
introducing multiple amine groups for. (c) PEI aptamer was finally reacted with fluorophores through

EDC/NHS catalyzed amidation to produce fluorescent aptamer.

Table S1. Aptamer sequences used for protein profiling

Name Sequences (5'to 3')
CD63 aptamer NH,-CAC CCC ACC TCG CTC CCG TGA CAC TAATGC TA[1]
NH,-TAT GTG GGT GGG TGG GCG GTTATG CTGATG CAGCCTTGC T
CD24 aptamer 2]

NH,-CAC TAC AGA GGT TGC GTC TGT CCC ACG TTG TCA TGG GGG
GTT GGC CTG [3]

MUC1 aptamer NH,-GCA GTT GAT CCT TTG GAT ACC CTG G [4]

EpCAM aptamer
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