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==== Shimadzu LCsolution Analysis Report ====
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Det.A Ch1/220nm1

<Chromatogram>

C:\LabSolutions\Data\usuaris\Victor\RGD G040 p1.lcd
Acquired by   : Admin
Sample Name : RGD p1
Sample ID : RGD p1
Tray# : 1
Vail # : 91
Injection Volume : 20 uL
Data File Name : RGD G040 p1.lcd
Method File Name : 0a40en15.lcm
Batch File Name : 
Report File Name : Default.lcr
Data Acquired : 05/05/2021 11:13:33
Data Processed : 05/05/2021 16:51:13

PeakTable
Detector A Ch1 220nm

Peak#
 1 
 2 
 3 
 4 
 5 
 6 
 7 

Total

Ret. Time
 3.553 
 3.830 
 4.105 
 4.335 
 4.775 
 6.180 
 6.258 

Area
 14267 
 55431 
 76656 

 6048311 
 56266 
 35148 
 5382 

 6291460 

Height
 2765 
5775 

12668 
1010771 

 1657 
8049 
1064 

 1042749 

Area %
 0.227 
0.881 
1.218 

96.135 
 0.894 
0.559 
0.086 

 100.000 

CF-RGDS
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Post Run Report

Sample Name : VC_01_RGD-CF_diluted

Sample ID : VC_01_RGD-CF_diluted

Data Filename : 160119_table_16012019_001.lcd

Method Post Run : 5100t8T25.lcm

Method Post Run : 5100t8T25.lcm

Batch Filename : 160119_table.lcb

Vial # :  34 ( 1-34)

Injection Volume : 2 uL

Date Acquired : 16/01/2019 12:24:10 Acquired by : Bioproyectistas

Date Processed : 16/01/2019 15:05:41 Processed by : Bioproyectistas

 

<Chromatogram>
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<Peak Table>
Main Peaks 

PDA Ch1 220nm

<Sample Information>
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Figure S1: MALDI-TOF spectra and HPLC chromatograms of linear RGDS peptides.
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Post Run Report

Sample Name : VC02_YIGSR

Sample ID : VC02_YIGSR

Data Filename : VC02_YIGSR.lcd

Method Post Run : 5100t8T25.lcm

Method Post Run : 5100t8T25.lcm

Batch Filename : 120219_table.lcb

Vial # :  35 ( 1-35)

Injection Volume : 2 uL

Date Acquired : 12/02/2019 13:49:29 Acquired by : Bioproyectistas

Date Processed : 14/02/2019 15:29:53 Processed by : Bioproyectistas

 

<Chromatogram>
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<Peak Table>

Main Peaks 

PDA Ch1 220nm

<Sample Information>
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 VC02_YIGSR_CF_4 Bioproyectistas  1 

Post Run Report

Sample Name : VC02_YIGSR_CF_4

Sample ID : VC02_YIGSR_CF_4

Data Filename : 130219_table_14022019_004.lcd

Method Post Run : 5100t8T25.lcm

Method Post Run : 5100t8T25.lcm

Batch Filename : 130219_table.lcb

Vial # :  37 ( 1-37)

Injection Volume : 3 uL

Date Acquired : 14/02/2019 14:20:52 Acquired by : Bioproyectistas

Date Processed : 14/02/2019 15:23:13 Processed by : Bioproyectistas
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<Peak Table>

Main Peaks 

PDA Ch1 220nm

<Sample Information>
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Figure S2: MALDI-TOF spectra and HPLC chromatograms of linear YIGSR peptides.
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 VC03 YIGSR CF G5100 Bioproyectistas  1 

Post Run Report

Sample Name : VC03 YIGSR CF G5100
Sample ID : shutdown036
Data Filename : 220519_table_23052019_013.lcd
Method Post Run : 5100t8T25.lcm
Batch Filename : 220519_table.lcb
Vial # :  10 ( 1-10)
Injection Volume : 20 uL
Date Acquired : 23/05/2019 15:08:02 Acquired by : Bioproyectistas
Date Processed : 25/06/2019 11:50:01 Processed by : Bioproyectistas
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<Peak Table>

Main Peaks 
PDA Ch1 220nm
Peak#

 1 
 2 
 3 
 4 
 5 
 6 
 7 
 8 

Total

Ret. Time
 6.641 
 6.714 
 6.945 
 7.082 
 7.239 
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<Sample Information>

Analysis Report

Sample Name : PF YIGSR v2 pic pur
Method Filename : 5a95en3 80ºC.lcm
Vial # : 1-49
Injection Volume : 2 uL
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<Peak Table>
PDA Ch1 220nm
Peak#
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Figure S3: MALDI-TOF spectra and HPLC chromatograms of the dual peptidic platform
(PF).
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