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Figure S1: Schematic geometries of coarse-grained amino-acids and water. Polar beads are
in yellow and carry two dummies.

S2



NC3

PO4

C1

C2

C3

Figure S2: Coarse grained geometry of the DPC micelle. Apolar beads are in green, nega-

tively charged bead is in red, and positively charged bead is in purple. The bead names are
shown on the right.
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Figure S3: Interaction between Gly backbone of one monomer with Val/Leu backbone of
the other monomer before (blue) and after (orange) addition of CaH..O interaction.
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Figure S4: Time series of helicity for two WT GpA peptides and the center of mass distance
between these two peptides for trial 2.
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Figure S5: Time series of helicity for two WT GpA peptides and the center of mass distance
between these two peptides for trial 3.
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Figure S6: Time series of helicity for two WT GpA peptides and the center of mass distance
between these two peptides for trial 4.
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Figure S7: Time series of helicity for two WT GpA peptides and the center of mass distance
between these two peptides for trial 5.
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Figure S8: Time series of helicity for two WT GpA peptides and the center of mass distance
between these two peptides for trial 6.
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Figure S9: Helicity and number of DPC contacts time series for each of the GpA peptide in
trial 1.
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Figure S10: Helicity and number of DPC contacts time series for each of the GpA peptide
in trial 2.
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Figure S11: Helicity and number of DPC contacts time series for each of the GpA peptide
in trial 3.
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Figure S12: Helicity and number of DPC contacts time series for each of the GpA peptide
in trial 4.
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Figure S13: Helicity and number of DPC contacts time series for each of the GpA peptide
in trial 5.
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Figure S14: Helicity and number of DPC contacts time series for each of the GpA peptide
in trial 6.
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