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Results

Fig. S1 Protein content of zebrafish embryos/larvae (120 hpf). Statistical analysis reveal that the 
changes existing among the groups, F(3,16) = 4.827; p < 0.05; partial η2 = .475; observed power = 
.816; adjusted R squared = .377. Letters above bars signifies ANOVA-DMRT at a 0.05 alpha level. 
Values are expressed as Mean ± SE. 



Table S1. Primers and Nucleotide sequence

S. No Name Primer Sequence

1 sod GTGACCGGCACCGTCTATTT
TGGCCCACCATGAGTTTTGT

2 cat TTGGAGCTTGCGTCCTGAAT
GCCATTGGCGATAGCGTTG

3 casp3 TTCAGGCTTGTCGAGGAACA
GAGCTCCAGTTCACTGCCAT

4 ache AACTCGCATGGTGCTGTGTA
CTGTCCATGGTGCCATCAGT

5 hsp70 TTCCTCCATGGTCCTGGTGA
GCCGTACGGATGGGCTG

6 eef1 AGATGCCGCCATTGTTGAGA
AGAGGTTGGGAAGAACACGC


