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Fig. S1 The detailed framework structure of MiCNN-LSTM.
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Fig. S2 The 3D maps for the optimal location of EYVTLK (A), VFPTER (B), ELEWER (C) and EPEVLR (D) combined with (a) Keapl, (b) p38a, (c)

ACHhE and (d) BACEL.



Table S1. Binding sites between peptides and Keapl, p38a, AChE and BACEI protein.

Binding sites

Peptide = Docking
Sequence  proteins Hydrogen bond n-alkyl T-cation -1
Keapl Val467, Asn469, Val608, Val418, Val420, Ala466, Val514, Val467 / /
Val465, Asp422, Leud57
p38a Gly219, Gly216, Ala190 His57, Phel74 / Tyr99, Trp215
EYVTLK AChE Gly123, Gly118, 11e275, Asp276, Tyr70, Trp279, Tyrl21, Tyr334 His440 Phe330
Trp84, Trp279
BACE] Thr72, Thr231, Thr232, Thr235, Ile110 Asp32 Tyr71
__________ Oy o e e e e e m o
Val369, Gly367, Val606, 1le416, Val420, Val467, Val561 / /
Keapl Val604, Leu365, I1e559, Leus557,
Val608, Thr560, Val467, Ala510
P38 Cys191, Trp215, Ser195, Gly216, Phel74 Aspl89 Tyr99, Phel74
VFPTER Val227, Asp189, GIn192, Trp228,
ACHE His440, Ser122, Asn85, Tyr334 Phe331, 11e287 Glu199, /
Trp84
Thr232, Phel08, Lys107, Asp32, Tyr71, 11e226, Tyr198 Tyr71 /
BACE1
__________ Bl e e e e -
Keapl Val467, Val561, Arg326, Asp422, Val514, Val467, Val369 / /
Gly423
P38 Cysl91, Ser195, GIn192, Gly193, / Tyr99 Phel74, Trp215
Trp99, Gly216, Ser96
ELEWER
AChE Tyr121, Tyr334, Asp72, Arg289, / Phe330, Trp279
Ser286, GIn74, Tyr70, [1e287 Trp84
BACE] Thr72, Lys224, Asp288, Thr329, / Asp288 Tyr71
__________ Are3S.Ser¥28_ . _________________
Ile416, I1e559, 11e365, Val604, Val514, Val561, Cys368, Ala607 / /
Keapl Gly367, Val561, Val418, Val467,
Leu557, Val420, Leu557, Val420
P38 Ser195, His57, Cys58, Tyr59, / / /
EPEVLR Tyr99, Ser214, Gly216
AChE Ser286, Trp279, 11e282, Asp72, His440, Phe331, 11e287, Trp279 / Phe330
Asng5, Ser81, Tyrl21
BACE] Gly230, Gly34, Thr232, Arg235, Phe108 Asp32, Tyr71

Thr72, Thr329, Gly13

Asp228




Table S2 Matlab Software License

License labels Uses and options

12345678 MATLAB(Individual) Academic-Total Headcount




Table S3. Neuroprotective peptide sequences and their activities in the dataset

Sequences

Neurodegenerative activities

Anti-oxidation

Anti-

inflammation

Anticholinergic

loss

Anti-AB

aggregation
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EQRPR 0 0 0 1

* 1 indicates that the peptide has the activity, while 0 indicates that it does not have the activity.



