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Supporting Information

Table S1 The primer sequences for RT-qPCR

Primer Sequence (5'-3")

Claudinl-F TCTCTGGGATGGATCGGCTC
Claudinl-R TGTATCTGCCCGGTGCTTTG
Z0O-1-F TGTTCCGGGTCGTGGATACT
Z0O-1-R CCCGCTGTCTTTGGAAGTGT
GAPDH-F ATGTGTCCGTCGTGGATCTG
GAPDH-R AAGTCGCAGGAGACAACCTG

Table S2 The primers sequences during analysis of gut microbiota

Primer Sequence (5'-3")

343-F TACGGRAGGCAGCAG

798-R AGGGTATCTAATCCT
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Figure S1. LEfSe analysis of microbiota: (A) taxonomic cladogram obtained from LEfSe analysis of 16S

sequences, (B) LDA scores of the differentially abundant taxa.



CTL NR AL A

Membolite Mz Fommula Rl(min)
2 I o-Tiossatiylic scid 4250174 CI0HI3N108PS 5.85
' LysoPE(0:0/20:1(112)) 4903287 C2ZSHSONOTP 7.08
1 LysoPE(18:0/0:0) 4622979 C23M4ENOTP 637
Ne[2-hyds hyd ] -y imidie acid 404.1372 C19H2INO6 420
0 [3+(3.7-dihydroxy-3 4-dihydro-2H- 1-benzopyran-2-yl)phenyl) oxidanesulfonic acid 337.0379 C15H14078 518
iy 13(S)-HODE 2952270 C18H3208
DG(15:0/16:197)0:0) 5974512 C34H6405
2 LysoPE(O:0/18:3(67.92.122)) 4402550 C23H42NOTP
2-indolecarboxylic acid 1620556 coHTNO2
Berbemibine 6831851 CIOHIGNO4+
(2R)-2-scctanido-3-(1EL-indol-3-yDpropanoic acid 2150923 CL3HIIN203
Galpha.9alpha-Difluoroprednisolone- 1 7-butyrate 4842462 C25H32F206

2-hydroxyhexadecanoic acid M2 C16H3203
3(7-hydroxy-S-methoxy-2,2-dimethyl-2H-chromen-6-yl)-1-phenylprop-2-cn-1-one 400.1552 C21H2004
‘Monic acid 363.1801 CISH3006
Henzoyl ghucuronide (Benzoic acid) 281.0635 CI3H1408
Tsoleucyl-Hydroxyproline 2891308 C1IH20N204
Demethylclomiprumine 3011442 CI8H21CIN2
| Indoxyl glucuronide 308.0802 CL4HISNOT
1y gl glucoside] 567.2986 C25H12012
N-Acetylneuraminic acid 308.0979 CIIHI9NO9
12-ketolithocholic acid 4132677 C24H3301
(3b.20R 22R)-3.20.27-Tribiydroxy-1-oxowitha-$, 24-dienolide 3-glucoside 633.3237 C3HS0011
Calcitroic acid 4192420 C2IIAO1
1-Hydroxypyrene ghucuronide 415.0806 C22H1807
Macrophorin B 397.2006 C22H3005

Bilibubin $83.2542 C33H36N406
2.3-Methylene suberic acid 181.0866 CI0H1404
Cysteinyl-Glutamine 294.0487 CSIISNIONS
[4-(3: 2. i acid 321.0640 CIIHI606S
3-Hydroxycinnamic acid 147.0447 CYHSO3

Natamycin 6302936 C33HATNOLS
Hydroxyestradiol-3-methyl ether 347.1854 C19112603 631
gopogonsaponin A 649.3936 C36HS6010 655

Cortolone-3-ghicuronide 560.3084 C€27H42011 52
{4E 8E.10E~d18:3 sphingosine 2062503 C18H3INO2 665
Gibberellin A32 4131011 CI9H2208 351
Momoridein 5153724 C3IHF003 6.83
27-Hydroxycholesterol 4473468 C27H4602

3-Ethyltoluene 1211019 CoH12
11-Dehydro-thromboxanc B2 405.1683 C20H3206
1-02,4-di 3-{(3.3-4i i Imethyl]-4.6-dihydroxy-. 419.1339 C20112207
Kainic acid 214.1081 C10HISNO4
Methyl helianthenoate A glucoside 345.1346 CI9H2108

| Indole-3-scctamide 157.0767 C10H10N20
5-NITRO-2-PHENYLPROPYLAMINOBENZOIC ACID [NPPB] 3011193 CIGHIEN204
Dulein 181.0980

Glycerophosphocholine 2800929
1-Hepladecene-4,6-diyne-3,9-diol 307.1907
ACETYL-L-CYSTEINE 1640383 CSHONO3S
4beta,5-Fpaxy-1 Theta-hydroxy-Sbeta-androstan-3-one 3052122 C19H2803
2.6-Dihydroxynaphthalene 193.0867 C10HS02
(cut-Galpha, Talphia, | 2alphia)-6.7,12-Triliydroxy- 16-Kauren-19-vic acid 349.2010 C20H3005

FMNH2 5030875 CI7TH23NAOSP
Artenalide 527.2668 C30H4008
Ganoderic acid G 5532833 C30H44O8
Enterodiol 3011437 CI8H2204
| Myo-Tnositol 179.0850 C6H1206
Auxina 327.2168 CISH3205
(25)-2-amino-3-(4-hydroxyphenyl)propanoic acidL-Tyrosine 180.0655 COHIINO3
N-Acetylgalactosamine 4-sulphate 3000385 CEHISNOYS
3-Methyldioxyindole 1640712 COHONO2
Citreoviridinol A 4211841 C2212808
Isoleucyl-Arginine 286.1878 C12H25N503
Deoxyuridine 2710722 C9HI2N205
3a,11b.21-Trihydroxy-20-0x0-Sb-pregnan-18-al 363.2167 C21H3205
Asparaginyl-Valine 230.1138 COHITNGOM
Gamma-Glutamylproline 289.1034 CI0H16N205

3eIndoleacetic Acid 1760713 CL0HINO2
I - e wboxylic acid 343.1027 Cl4H180T
2-0-(4-0-Methyl-a-D- ¥ D-xyl 358.1356 c12H20011
Neuroprotectin D1 3252131 C22H3204
3-methyl-2-[¢ idi i ic acid 2411185 CLIHISN204
Glandulene C 260.1137 C15H2003
N-[(3a,5b.7a,12a)-3,12-dihydroxy-24. T 24-y1]-Glyei 5442579 C26H43NOSS
(28.35)-2-amino-3-methylpentanoic acidL-Isoleucine 132.1026 CSHI3NO2
Bisdesethylchloroquine 264.1252 CI4HISCING
1-(3 4-dihydsaxyphenyl)-3-[4-hydroxy-2-methoxy-3-(3-methylbut-2-en-1-yl)phenylpropan-1-one 3211489 C21H2405
Taurochenodeoxycholic acid 4642846 C26H15NOG6S
Gamma-Glutamylvaline 229.1192 CLOMISN203
2-Methy 246.1709 CI2H23N04
Me(beta-Aceryl-alpha-eshyl v acid 313.1408 C19H2004
3,5-dihydrox: lryds hoxypheuyl dimcthyl-4H.$H-pyrano| 2.3-flcho: 4151403 C21HI807
Nedcetyloystathionine 247.0756 CSHIGN205S
LysoPC(13:0) 4823282 C2IMENOTP
| 3,5.6-trihydh ethyl-d,5-di i 3311661 CISHIONO4
Acetyliyramine 180.1026 CI0HI3NOZ
35, 7-dibiydroxy-2.2-dimethyl-3.A-dibsydro- 2H- 1-benzopyrau-6-1)-7-hydroxy- {H-ck 1 387.1452 C20H1806
3-Hydroxyquinaldic acid 190.0506 CIOHTNO3
S-hiydroxy-3.6,7.S-tetramethoxy-2-phenyl-3H-chromen-4-one 3411037 19111507 471
Lyciumoside VIl 470.2400 CAHT4021 423
11-Hydroxyprogesterone 11-glucuronide 539.2847 C27TH3809 433
2-Pyridylacetic acid 1200451 CTHNO2 449
Damascenine 196.0976 CIOHIZNOS 437
Tetrahydrocortisone 365.2336 C21H3208 4.66
Orynlide B 3842142 C19H2804 367
Cyusroside A 189.1670 C21H32010 3.55
R)-1-0-[b-D- 1-26)-b-D> ide]-1 3-octanediol 5152340 C20H38012 422
Hydroxyprolyl-Proline 220.1102 CI0HI6N204 3.53
Gamma-Glutamylphenylalanine 293.1136 C14H18N205 3.69

Figure S2. Identification of potential biomarkers (positive ion combined with negative ion) for the effect of

tangeretin on antibiotics consumption based on the differently expressed metabolites.



