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Table S1 The nucleic acid sequence and amino acid sequence of LPMS05445
1 atgcctaaatttataaaaaacacggttgggaaggtcaacacaacgttgggcttttacctc
1 M  P  K  F  I  K  N  T  V  G  K  V  N  T  T  L  G  F  Y  L

61 ctaaccgtggtcttattttggctaaagacatatatcgcttataagagcgagtttacttta
21 L  T  V  V  L  F  W  L  K  T  Y  I  A  Y  K  S  E  F  T  L

121 ggggttaagggacccgttcaggaatttatcttgttcttgaatccatttccgacagcgatc
41 G  V  K  G  P  V  Q  E  F  I  L  F  L  N  P  F  P  T  A  I

181 gtgctgctcggtattgccctatatttccgtggtcgcttaaagtattggattatgatgatc
61 V  L  L  G  I  A  L  Y  F  R  G  R  L  K  Y  W  I  M  M  I

241 attgacgccctacagacgacgtggttatttgccaatatcttgtattaccgggaattctct
81 I  D  A  L  Q  T  T  W  L  F  A  N  I  L  Y  Y  R  E  F  S

301 gatttcatgtcggcgggggtaattaagagttccggtgctgctagtaataacctcggaaag
101 D  F  M  S  A  G  V  I  K  S  S  G  A  A  S  N  N  L  G  K

361 agtttgggacagatcattcatggaaccgacttcctagtttatgcagatgtcgtgttgctg
121 S  L  G  Q  I  I  H  G  T  D  F  L  V  Y  A  D  V  V  L  L

421 attctgttattagccttcaaggtcattcggatcgatccacggcctttcaaaattcggtat
141 I  L  L  L  A  F  K  V  I  R  I  D  P  R  P  F  K  I  R  Y

481 gcggcaacactgaccatgattggggtggcgttgtttgctgttgacctcggcatgtctgaa
161 A  A  T  L  T  M  I  G  V  A  L  F  A  V  D  L  G  M  S  E

541 catgaccgttcagatttattgacgcggacttttgataacaactacatcgttaagtacttg
181 H  D  R  S  D  L  L  T  R  T  F  D  N  N  Y  I  V  K  Y  L

601 ggactcaacacatatgcagggtatagcttctatcagaccgaaaaggaaagtgcgacgcgc
201 G  L  N  T  Y  A  G  Y  S  F  Y  Q  T  E  K  E  S  A  T  R

661 gcccaagcaagtagtagtgatatgaagagtgtgctagcctacctcaagaaaaaccaggct
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221 A  Q  A  S  S  S  D  M  K  S  V  L  A  Y  L  K  K  N  Q  A

721 ggcgagaacgtcaaatactttggtaaagcgaagggcaagaacgtcttcgtgattcatttg
241 G  E  N  V  K  Y  F  G  K  A  K  G  K  N  V  F  V  I  H  L

781 gaaagtttccagcaatttttaattgattataaggtcgatggtaaggaagttaccccgaac
261 E  S  F  Q  Q  F  L  I  D  Y  K  V  D  G  K  E  V  T  P  N

841 ctgaacaagttctatcatgataagagtactttgagttttgataatttctaccatcaagtg
281 L  N  K  F  Y  H  D  K  S  T  L  S  F  D  N  F  Y  H  Q  V

901 gcgcaagggaagacctctgatgctgaaatgatgatggaaaactctttgtttggtttacca
301 A  Q  G  K  T  S  D  A  E  M  M  M  E  N  S  L  F  G  L  P

961 accgggtcagcgatgacgcagtatgggacgtcgaacacgttccaggcagcgccagcaatc
321 T  G  S  A  M  T  Q  Y  G  T  S  N  T  F  Q  A  A  P  A  I

1021 ctgtcacaaaagggctatacgactgcggctttccacggtgatgtggctagtttctggaat
341 L  S  Q  K  G  Y  T  T  A  A  F  H  G  D  V  A  S  F  W  N

1081 cgggataacgcgtataagtcgtgggggtataactacttcttctactcttcttactataaa
361 R  D  N  A  Y  K  S  W  G  Y  N  Y  F  F  Y  S  S  Y  Y  K

1141 gagaagtcagactacaatattggttatggcttgaaggataaaatcttcttcaaagactct
381 E  K  S  D  Y  N  I  G  Y  G  L  K  D  K  I  F  F  K  D  S

1201 gttaagtatttggagcaattaccacaaccgttctacgcaaagctgattacgttgacgaac
401 V  K  Y  L  E  Q  L  P  Q  P  F  Y  A  K  L  I  T  L  T  N

1261 cactatccatacgaattggataagaagaaccagtcgatcgataagacgacgaccggggat
421 H  Y  P  Y  E  L  D  K  K  N  Q  S  I  D  K  T  T  T  G  D

1321 tcaaccgttgatggctacgttcagacggcccattatcttgatcaagcctttgccgaattc
441 S  T  V  D  G  Y  V  Q  T  A  H  Y  L  D  Q  A  F  A  E  F

1381 attagttacttgaagaaggccggcttatataagaatagtatgattgtgctttatggggat
461 I  S  Y  L  K  K  A  G  L  Y  K  N  S  M  I  V  L  Y  G  D

1441 cattatgggatttcaaacaaccataaggctgccattgcacagttattgggtaaaaagtcg
481 H  Y  G  I  S  N  N  H  K  A  A  I  A  Q  L  L  G  K  K  S

1501 gtaacgagtttcgacttggctcaattccagaaagtaccatttatgattcattctgaagga
501 V  T  S  F  D  L  A  Q  F  Q  K  V  P  F  M  I  H  S  E  G



1561 atcaagggcggtattaaccacacgtatggtggtgaaattgatgcgttgccaacgattttt
521 I  K  G  G  I  N  H  T  Y  G  G  E  I  D  A  L  P  T  I  F

1621 gacctgttagggatcaagaacaagggctacatccagttcggaacggacttactgtcgaaa
541 D  L  L  G  I  K  N  K  G  Y  I  Q  F  G  T  D  L  L  S  K

1681 cagcataaccaaacagtggctttccggaacggggattttgtctcaccgacatatacgaag
561 Q  H  N  Q  T  V  A  F  R  N  G  D  F  V  S  P  T  Y  T  K

1741 atcagtgggacagtctatgattcgaagaccggtaagaagttaacggatatgacgacgaag
581 I  S  G  T  V  Y  D  S  K  T  G  K  K  L  T  D  M  T  T  K

1801 cagaaggatactgtcaaacagatgcaaaatcatgtgacgacggaactctcactctctgat
601 Q  K  D  T  V  K  Q  M  Q  N  H  V  T  T  E  L  S  L  S  D

1861 cgggtcatccagggtgacttactacggttctacacgcctaagggctttaagaaggtcaat
621 R  V  I  Q  G  D  L  L  R  F  Y  T  P  K  G  F  K  K  V  N

1921 aagtcggactatagttataagctgactaagaccctcaaatcattgaaagagatccaagct
641 K  S  D  Y  S  Y  K  L  T  K  T  L  K  S  L  K  E  I  Q  A

1981 gagaagaagacgagtgttctctcgaagcataagggcaaatcaacggagagtctgtataag
661 E  K  K  T  S  V  L  S  K  H  K  G  K  S  T  E  S  L  Y  K

2041 acggatgcaccagaactgtctagctcaagtgacagtagtagtagttcaagcagtagttct
681 T  D  A  P  E  L  S  S  S  S  D  S  S  S  S  S  S  S  S  S

2101 gattaa
701 D  -



 



Fig. S1. Sequencing verification of the gene fragment of the digested plasmid.


