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YB334 BSH sequence and other strains’ BSH sequence used in Figure S1

>131-B
MCTGVRFSDDEGNTYFGRNLDWSFSYGETILVTPRGYHYDTVFGAGGKAKPNAVIGVGVVMADRP
MYFDCANEHGLAIAGLNFPGYASFVHEPVEGTENVATFEFPLWVARNFDSVDEVEEALRNVTLVSQI
VPGQQESLLHWFIGDGKRSIVVEQMADGMHVHHDDVDVLTNQPTFDFHMENLRNYMCVSNEMA
EPTSWGKASLTAWGAGVYGMHGIPGDVSSPSRFVRVAYTNAHYPQOQNDEAANVSRLFHTLGSVQM
VDGMAKMGDGQFERTLFTSGYSSKTNTYYMNTYDDLAIRSYAMADYDMDSSELISVAR

>195-B
MCTGVRFSDDEGNTYFGRNLDWSFSYGETILVTPRGYHYDTVFGAGGKAKPNAVIGVGVVMADRP
MYFDCANEHGLAIAGLNFPGYASFAHEPVEGTENVATFEFPLWVARNFDSVDEVEEALRNVTLVSQI
VPGQQESLLHWFIGDGKRSIVVEQMADGMHVHHDDVDVLTNQPTFDFHMENLRNYMCVSNEMA
EPTSWGKASLTAWGAGVYGMHGIPGDVSSPSRFVRVAYTNAHYPQOQNDEAANVSRLFHTLGSVQM
VDGMAKMGDGQFERTLFTSGYSSKTNTYYMNTYDDPAIRSYAMADYDMDSSELISVAR

>YB334-L
MCTGLRFTDDQGNLYFGRNLDVGQDYGEGVIITPRNYPLPYKFLDNTTTKKAVIGMGIVVDGYPSYF
DCYNEDGLGIAGLNFPHFAKFSDGPIDGKINLASYEIMLWVTONFTHVSEVKEALKNVNLVNEAINTS
FAVAPLHWIISDSDEAIIVEVSKQYGMKVFDDKVGVLTNSPDFNWHLTNLGNYTGLNPHDATAQSW
NGOQKVAPWGVGTGSLGLPGDSIPADRFVKAAYLNVNYPTAKGEKANVAKFFNILKSVAMIKGSVVN
DQGKDEYTVYTACYSSGSKTYYCNFEDDFELKTYKLDDHTMNSTSLVTY

>004-L
MCTGLRFTDDQGNLYFGRNLDVGQDYGEGVIITPRNYPLPYKFLDNTTTKKAVIGMGIVVDGYPSYF
DCYNEDGLGIAGLNFPHFAKFSDGPIDGKINLASYEIMLWVTOQNFTHVSEVKEALKNVNLVNEAINTS
FAVAPLHWIISDSDEAIIVEVSKQYGMKVFDDKVGVLTNSPDFNWHLTNLGNYTGLNPHDATAQSW
NGQKVAPWGVGTGSLGLPGDSIPADRFVKAAYLNVNYPTAKGEKANVAKFENILKSVAMIKGSVVN
DQGKDEYTVYTACYSSGSKTYYCNFEDDFELKTYKLDDHTMNSTSLVTY

>094-L
MCTGLRFTDEQGNLYFGRNLDVGQDYGEGVIITPRNYPLPYKFLDNTTTKKAVIGMGIVVDGYPSYFD
CYNEDGLGIAGLNFPHFAKFSDGPIDGKINLASYEIMLWVTOQNFTHVSEVKEALKNVNLVNEAINTSF
AVAPLHWIISDSDEAIIVEVSKQYGMKVFDDKVGVLTNSPDFNWHLTNLGNYTGLNPHDATAQSW
NGQKVAPWGVGTGSLGLPGDSIPADRFVKAAYLNVNYPTAKGEKANVAKFENILKSVAMIKGSVVN
DQGKDEYTVYTACYSSGSKTYYCNFEDDFELKTYKLDDHTMNSTSLVTY

>135-L
MCTGLRFTDDQGNLYFGRNLDVGQDYGEGVIITPRNYPLPYKFLDNTTTKKAVIGMGIVVDGYPSYF
DCYNEDGLGIAGLNFPHFAKFSDGPIDGKINLASYEIMLWVTQNFTHVSEVKEALKNVNLVNEAINTS
FAVAPLHWIISDSDEAIIVEVSKQYGMKVFDDKVGVLTNSPDFNWHLTNLGNYTGLNPHDATAQSW
NGQKVAPWGVGTGSLGLPGDSIPADRFVKAAYLNVNYPTAKGEKANVAKFENILKSVAMIKGSVVN
DQGKDEYTVYTACYSSKSKTYYCNFEDDFELKTYKLDDHTMNSTSLVTY

>HJG-L
MCTAITLNGNSNYFGRNLDLDFSYGEQVIITPAEYEFKFRKEKAIKNHKSLIGVGIVADDYPLYFDAINE
DGLGMAGLNFPGNAYYSDFLENDKDNITPFEFILWILGQCSDVNEARNLVERINLINLSFSEQLPLAGL
HWLIADREKSIVVEVTKSGVHIYDNPIGVLTNNPEFNYQMYNLNKYRNLSISTPQONTFSDSVDLKVDG
TGFGGIGLPGDASPESRFVRAAFSKLNSSKGTTLEEDITQFFHILGTVEQIKGVYNKTESGKEEYTVYSNCY
DLDNKTLYYTTYENRQIVSVTLNKDKNGNKLVVYPFERKQIINKLN



>193-L
MCTAITLNGNSNYFGRNLDLDFSYGEQVIITPAEYEFKFRKEKAIKNHKSLIGVGIVADDYPLYFDAINE
DGLGMAGLNFPGNAYYSDFLENDKDNITPFEFILWILGQCSDVNEARNLVERINLINFSFSEQLPLAGL
HWLIADREKSIVVEVTKSGVHIYDNPIGVLTNNPEFNYQMYNLNKYRNLSISTPONTFSDSVDLKVDG
TGFGGIGLPGDASPESRFVRAAFSKLNSSKGTTVEEDITQFFHILGTVEQIKGVYNKTESGKEEYTVYSNC
YDLDNKTLYYTTYENRQIVAVTLNEDKNGNRLIAYPFERKQVINKLN



