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Supplementary information

Blends Analysis - Phase diagram
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Figure S1: Cort-4VP phase diagram
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Figure S2: Cort-AA phase diagram
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Figure S3: Cort-AM phase diagram
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Figure S4: Cort-GMA phase diagram
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Figure S5: Cort-HEMA phase diagram
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Figure S6: Cort-MAA phase diagram
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Figure S7: Thermodynamic equilibrium energies observed during 5.0 ns simulation time for the systems (a) Cort-4VP, (b) Cort-AA, (¢) Cort-AM, (d) Cort-

GMA, (e) Cort-HE

MA and (f) Cort-MAA
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Figure S8: The mean square displacement (MSD) maximal for all the ratios




