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FIGURES

Figure S1. A control experiment to estimate the number of localisations recorded per single labelled 
urease, i.e. the duty cycle. Cy5-labelled urease was diluted until single molecules could be resolved 
and their individual blinking events determined. The mean value is estimated from an exponential 
distribution fitting.
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Figure S2. STORM images illustrating the urease distribution on nanomotors.
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Figure S3. Measurement of urease nanomotors (Ur-NM) activity upon exposure to FBS, where we 
measured phenol red absorbance at 560 nm of 1) mesoporous silica nanoparticles (MSNP), 2) heat 
inactivated Ur-NM by exposing the nanomotors for 1 h at 42 degree, 3) Ur-NM at the same 
experimental conditions for protein corona analysis, without adding FBS to the media (Ur-NM (-) 
FBS) and 4) ur-NM exposed to the same experimental conditions as in protein corona formation and 
analysis (Ur-NM (+) FBS). 
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Prothrombin
Vitamin K−dependent protein Z
Keratin 16
Collagen alpha−1(I) chain
Pantetheinase
Maestro heat like repeat family member 2B
Vitamin K−dependent protein S
Bradykinin
ADP−ribosylation factor 3
Apolipoprotein C−IV
Apolipoprotein A−IV
Christmas factor
Cadherin−6
Cartilage oligomeric matrix protein
Tubulin alpha−1D chain
Collagen alpha−1(XI) chain
Eukaryotic translation initiation factor 3 subunit J
Fibrinogen alpha chain
Collagen type V alpha 1 chain
Histidine−rich glycoprotein
Reticulocalbin−3
Heterogeneous nuclear ribonucleoprotein K
Uncharacterized protein
Non−specific serine/threonine protein kinase
Complement factor H
Mimecan
Lumican
Hyaluronan−binding protein 2
Metalloendopeptidase
Proteoglycan 1−like
43kDa collectin
Osteomodulin
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Figure S4. Heatmap of significant proteins (|FC| > 1.5 and p < 0.05) for the comparisons analyzed. 
Each protein is represented by a row of colored tiles (red, up-regulated; blue, down-regulated).
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