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Fig. S 1. Fit deviation as a function of the sensing curva-
ture Cs for I-BAR-domain binding based on the isotropic
protein model. From left to right, κdif/kBT = 45.9, 33.6,
29, and 27.5. (a) Fit deviation Λ1 for φv = 0.01. The min-
imum Λmin

1 = 0.0444 is obtained at κdif/kBT = 45.9 and
Cs = 0.0530 nm−1 (corresponding to Fig. 2(a)). (b) Fit de-
viation Λ2 for φv = 0.02. The minimum Λmin

2 = 0.0399 is
obtained at κdif/kBT = 33.6 and Cs = 0.0578 nm−1 (corre-
sponding to Fig. 2(b)). (c) Fit deviation Λ3 for φv = 0.05.
The minimum Λmin

3 = 0.0450 is obtained at κdif/kBT =
29.0 and Cs = 0.0540 nm−1 (corresponding to Fig. 2(c)).
(d) Sum of fit deviations Λ1 + Λ2 + Λ3. The minimum
(Λ1 + Λ2 + Λ3)

min = 0.411 is obtained at κdif/kBT = 27.5
and Cs = 0.0629 nm−1 (corresponding to Fig. 2(d)).
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Fig. S 2. Fit deviation as a function of the sensing curva-
ture Cs for N-BAR-domain binding based on the isotropic
protein model. From left to right, κdif/kBT = 27.4, 23.3,
and 17.2. (a) Fit deviation Λ1 for φv = 0.0013. The min-
imum Λmin

1 = 0.1075 is obtained at κdif/kBT = 17.2 and
Cs = 0.1032 nm−1 (corresponding to Fig. 9(a)). (b) Fit de-
viation Λ2 for φv = 0.0043. The minimum Λmin

2 = 0.0541 is
obtained at κdif/kBT = 27.4 and Cs = 0.0735 nm−1 (corre-
sponding to Fig. 9(b)). (c) Sum of fit deviations Λ1+Λ2. The
minimum (Λ1+Λ2)

min = 0.498 is obtained at κdif/kBT = 23.3
and Cs = 0.0820 nm−1 (corresponding to Fig. 9(c)).
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