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Supplementary Texts

1. Seven candidate primer pairs targeting the conserved regions of N gene.

F1/R1:



F2/R2:
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2. Five candidate crRNAs targeting the conserved regions of N gene.
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Table S1. RAA primer pairs used in this study.

Primer Sequence (5’-3’) Product size
F1 ATGAGTGATATCTTTGAAGAGGCGGCTAGT
R1 TGACCATTGATCCAACATCTATTATTACAGCTTC

325

F2 TAGGAGTTATCAATCTAAGTTAGGGAGAGATG
R2 ACCATTGATCCAACATCTATTATTACAGCTTC

291

F3 GGAGTTATCAATCTAAGTTAGGGAGAGATG
R3 TCTCTGAATACATAGAGATGAGTGTGAAAG

213

F4 CAAATAGACTGGGACTAAGTTCAGATCAAG
R4 ATGAAATACTCATCTCCCTTTTGAAGGTAA

225

F5 GAGGAATTGATCAGAACATGGCAAATAGAC
R5 TGAAATACTCATCTCCCTTTTGAAGGTAAC

245

F6 GAAAGTGAAACTAGAAGATGGGCTAAATAC
R6 TAGTTTCCGATGTCTGAGATTATTTCTACT

212

F7 GGAAAGTGAAACTAGAAGATGGGCTAAATAC
R7 GTTTCCGATGTCTGAGATTATTTCTACTGC

211

Figure S1. The sensitivity of the qPCR assay in NiV detection. qPCR was conducted 

with the CFX96 real-time PCR detection systems, and the amplification curves of each 

sample were shown in this figure.


