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Supplemental Table S1. The MRM transitions, collision energy, decluttering potential, and cell exit potential of each peptide and its
internal standards.

Peptide Protein Peptide name o Pepilde  Precursor Product  pp CE sIL
(Kda)
VQPYLDDFQK apoAT apoA1-VQPY 30.8 12523718  627.1 1852:: ;g 52 apoA1-IS
VQPYLDDFQK* apoAT apoA1-IS / 1260.3859  631.1 13?2; jg ;;2 /
VSFLSALEEYTK apoAT apoA1-VSFL 30.8  1386.5453  694.1 Zggj 17026 22 apoA1-IS
SPELQAEAK apoA2 apoA2-SPEL 112 9720506  487.1 gg;:i 81:’ ig apoA2-IS
SPELQAEAK* apoA2 apoA2-IS / 980.0648  491.1 ggg:i 8143 22 /
EQLTPLIK apoA2 apoA2-EQLT 112 941.1227 4715 2?::; 1521;5 gg apoAZ-IS
VQELQEQLR apoA5 apoA5-VQEL 412 11422629  571.9 g:g:j ig 22%6 apoA5-IS
VQELQEQLR* apoA5 apoA5-1S / 1152.2711 576.9 Sggi :g gg /
FPEVDVLTK apoB apoB-FPEV 5156  1047.2016  524.5 ggg:g Eg:z gg apoB-IS1
11, 139.4
FPEVDVLTK* apoB-IS apoB-IS1 / 1055.2157  528.5 S 08_2 ?é% 28 /
TEVIPPLIENR apoB apoB-TEVI 5156 12804697  641.1 32?:; 657 é4 2;2 apoB-1S2
TEVIPPLIENR* apoB-IS apoB-IS2 / 12004780  646.1 ig?:; 6;2 22 /
TGISPLALIK apoB apoB-TGIS 5156  1012.2437  507.1 741.7 32 22 apoB-IS

654.6 25 23
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Note: * are the internal standards peptides and the bottom line is the quantitative peptides.



Supplemental Table S2 Effects of different trypsin: plasma protein ratio on measured
apolipoproteins and Lp(a).

0 Relative deviation (%)
Peptide 1ug 2 g 4 g
(1:14) 1:7) (1:3.5)

ApoA1 243 4.96 -6.46
ApoA2 3.05 5.22 -14.04
ApoAS 13.43 12.62 11.5
ApoB 5.19 10.3 10.82
ApoC1 0.98 1.6 -6.26
ApoC2 2.01 -0.78 -0.48
ApoC3 3.63 4.62 -12.3
ApoD 5.25 4.67 -0.41
ApoE 1.24 -1.43 -0.85
ApoH 1.01 -2.85 -0.39
Apod 12.07 -3.16 -2.66
ApolL1 2.09 -11.55 -9.2
ApoM 2.36 -6.47 -4.81

Lp(a) 5.25 -7.51 3.57




Supplementary Table S3. The matrix factor of all measured peptide segments of
apolipoproteins and Lp(a) in mice plasma.

LQC mMQC HQC
Peptide
(nc;7:1|) % MF (n(;(l)r:‘ﬂ) % MF (nc;7:2|) % MF
ApoA1 12500 99.10 25000 104.65 100000 101.03
ApoA2 6250 78.02 12500 87.56 50000 79.19
ApoA5 1.25 303.74 2.5 69.91 10 52.57
ApoB 312.5 99.22 625 94.19 2500 95.88
ApoC1 625 96.36 1250 102.41 5000 97.29
ApoC2 781.25 95.12 1562.5 96.86 6250 90.33
ApoC3 1562.5 97.00 3125 99.40 12500 95.74
ApoD 1562.5 96.23 3125 107.10 12500 100.32
ApoE 156.25 89.51 312.5 99.08 1250 93.16
ApoH 625 99.69 1250 98.84 5000 93.94
ApoJ 1562.5 95.15 3125 70.43 12500 65.18
Apol1 3125 86.86 625 72.11 2500 73.21
ApoM 156.25 83.66 312.5 79.92 1250 73.11

Lp(a) 31.25 88.43 62.5 113.24 250 95.62




Supplemental Table S4. Demographical characteristics and distribution of
apolipoproteins and Lp(a) concentration in the human plasma from 45 volunteers.

Volunteers (N=45)

Demographical characteristics

Age 57.6+14.7
Sex (Male, %) 23 (51.1%)
ALT (U/L) 32.6+35.5
AST (U/L) 29.2+17 1
TC (mmol/L) 43114
TG (mmol/L) 1.9+1.6
HDL (mmol/L) 1.11£0.2
LDL (mmol/L) 2.5%1.1
Glucose (mmol/L) 6.4+2.2
Protein concentration

ApoA1 (g/L) 0.99+0.22
ApoA2 (g/L) 0.1940.05
ApoA5 (mg/L) 0.2410.16
ApoB (g/L) 0.6210.23
ApoC1 (mg/L) 30.31+£12.38
ApoC2 (mg/L) 33.89+29.63
ApoC3 (mg/L) 52.48143.7
ApoD (mg/L) 16.62+6.23
ApoE (mg/L) 55.02+52.29
ApoH (mg/L) 89.32+17.43
Apod (mg/L) 204.09+50.91
ApoL1 (mg/L) 30.28+10.15
ApoM (mg/L) 10.26+2.99
Lp(a) (nmol/L) 58.04+68.24

Note: All values are reported in the form of mean + standard deviation.



Supplementary Figure S1. The total (A) and dynamic multiple reaction monitoring (B)

chromatograms of the internal standards of each peptide in a standard solution

mixture.
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Supplementary Figure S2. Effects of solid phase extraction on the dynamic multiple
reaction monitoring (MRM) chromatograms containing peptide standards and
representative internal standards. (A) human plasma without SPE extraction (B)

human plasma with HLB SPE extraction.
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Supplementary Figure S3. Effects of different reducing agents on the total ion
chromatograms containing mixed peptide standards. (A) Extraction by adding reducing

agent DTT. (B) Extraction by adding reducing agent TCEP.
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Supplemental Figure S4. Effects of different concentration of SDC on sample
preparation. (A) 0.5% SDC, (B) 1% SDC, (C) 2% SDC.




Supplemental Figure S5. The dynamic multiple reaction monitoring (MRM)

chromatograms of different matrix solutions containing representative internal

standards. (A) bovine serum albumin, (B) mice plasma.
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