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Figure S1 The luminescence values of the four experimental groups for coupling efficiency

calculation.

Table S1. Sequences of the library and primers

Name Library and Primers (5’ to 3”)
library10 ATTGGCACTCCACGCATAGG-(N36) -CCTATGCGTGCTACCGTGAA
L10-S1 ATTGGCACTCCACGCATAGG
L10-A2 TTCACGGTAGCACGCATAGG
L10-FAM-S1 FAM-ATTGGCACTCCACGCATAGG
L10-Biotin-A2 Biotin-TTCACGGTAGCACGCATAGG

L10-polyA-A2 AAAAAAAAAAAAAAAAAAA-spacerl 8-TTCACGGTAGCACGCATAGG

Table S2. The conditions of SELEX process

Library input HsDNA BSA .. Positive

B-Lg ) ) i Positive
(1ib10) concentration concentration concentration Beads(ul) SELEX
(pM) (mg/ml) (mg/ml) 3 Time

1 1400 0.05 0.05 50 1h
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Figure S2. The group information of dominant sequences by MB-SELEX.
(a) The results of multiple sequence alignment. (b) The N-J tree of
dominant sequences.

Table S3. Alternative aptamers from the MB-SELEX method



Number

Sequence (5¢ to 3°)

RU

Kp (M)

Family

B-Lg-01

B-Lg-02

B-Lg-03

B-Lg-04

B-Lg-05

B-Lg-06

B-Lg-07

B-Lg-08

B-Lg-09

B-Lg-10

B-Lg-11

B-Lg-12

B-Lg-14

B-Lg-15

ATTGGCACTCCACGCATAGGGCGACGCATACTCC
GCACACTCTACACACACACCTGCCTATGCGTGCTA
CCGTGAA
ATTGGCACTCCACGCATAGGTCCCACACCAACAC
ACACATAGAACACCACTCACTCCCTATGCGTGCTA
CCGTGAA
ATTGGCACTCCACGCATAGGCACCACTACACCAC
CTCACAACACACTCACCCGATCCCTATGCGTGCTA
CCGTGAA
ATTGGCACTCCACGCATAGGACACCGCAGCTAAC
TACACACCACTCACCACACCCGCCTATGCGTGCTA
CCGTGAA
ATTGGCACTCCACGCATAGGGCTAGACACAACAC
CCACACACTCACCCACACATCGCCTATGCGTGCTA
CCGTGAA
ATTGGCACTCCACGCATAGGCCATCCACTACATCG
ACACACCACATACACACTGTCCCTATGCGTGCTAC
CGTGAA
ATTGGCACTCCACGCATAGGCATACCACACACCA
GCTCCCACACACACTACCTTACCCTATGCGTGCTA
CCGTGAA
ATTGGCACTCCACGCATAGGCACACGACCTCCAA
CTACCCCTCCACACACACTCACCCTATGCGTGCTA
CCGTGAA
ATTGGCACTCCACGCATAGGGACGACACACCACA
CCACACACCCTATCCCTTGTTGCCTATGCGTGCTA
CCGTGAA
ATTGGCACTCCACGCATAGGACCGTCTCGAGACA
CACACATACACCACACACTGCGCCTATGCGTGCT
ACCGTGAA
ATTGGCACTCCACGCATAGGCCAACCACACGACC
ACACACCGGACACCACACTTTCCCTATGCGTGCTA
CCGTGAA
ATTGGCACTCCACGCATAGGTCACACACACACCA
TACCACTCAGGCCCGCCACCACCCTATGCGTGCTA
CCGTGAA
ATTGGCACTCCACGCATAGGGCGCTGCATACAAC
ACCACCTCCACACACCACTTTCCCTATGCGTGCTA
CCGTGAA
ATTGGCACTCCACGCATAGGCACCATCCGACTCA
CACACACTCACACACCGTGTCCCCTATGCGTGCTA
CCGTGAA
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Table S4. The response value of aptasensor to B-Lg at different time

Day 1 Day 7 Day 15

B-Lg-01 0.2231+0.0005 0.2340+0.0051 0.2180+0.0011




