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1. Chemical structure of ligands

Figure S1. Chemical structure of the 6 ligands.

2. Detailed information of the ligands

Table S1. Detailed chemical information of the 12 ligands.

*Predicted data is generated using the ACD/Labs Percepta Platform-PhysChem Module.



3. Detailed information of the bacteria

Table S2. Detailed information of the 16 kinds of bacteria.

4. UV-Vis spectra for 16 bacteria and 12 bacterial mixtures discrimination 

Figure S2. UV-Vis spectra of sensor arrays with 16 bacteria (OD600=0.05).



Figure S3. UV-Vis spectra of sensor arrays with 12 bacterial mixtures (OD600=0.05).



5. Using the “houghcircles” function in open CV to identify various wells in microplate

Figure S4. Discrimination of microplate wells by “houghcircles” function.



6. 4 LDA plots obtained by the 4 grayscale methods 

Figure S5. LDA plots of bacterial discrimination for the 4 grayscale methods



7. Colorimetric response patterns obtained by the grayscale value

Table S3. Colorimetric response patterns of 16 bacteria



Table S4. Colorimetric response patterns of 12 bacterial mixtures


