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Bevacizumab light chain

Figure S1.- Amino acid sequence of Bevacizumab.

PGKGLEWVGW
TAVYYCAKYP
TSGGTAALGC
VVTVPSSSLG
LGGPSVFLFP
HNAKTKPREE
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GQPENNYKTT
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VYACEVTHQG
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Figure S2.- Liquid chromatogram of Bevacizumab after enzymolysis with Glu-C under

(A) pH=5; (B) pH=8.



Table S1.- Peptide segments and sites where deamidation may occur.

No. Sequence Modifications
1 KHKVYACEVTHQGLS- 2xCarbamidomethyl [C7; C27];
SPVTKSFNRGEC I1xDeamidated[N23]
2 NALQSGNSQESVTE I1xDeamidated [N7]
3 WESNGQPE IxDeamidated [N4]
4 VKFNWYVDGVE IxDeamidated [N4]
5 VHNAKTKPREE IxDeamidated [N3]
6 SNGQPE IxDeamidated [N2]
7 VTHQGLSSPVTKSFNRGE 1xDeamidated[N15]
8 VTHQGLSSPVTKSFNRGEC I1xDeamidated[N15];
IxCarbamidomethyl[C19]
9 TSKSTAYLQMNSLRAE I1xDeamidated[N11]
10 AKVQWKVDNALQ- I1xDeamidated [N9]
SGNSQESVTE
11 NNYKTTPPVLDSD I1xDeamidated [N2]
12 YKCKVSNKALPAPIE I1xCarbamidomethyl[C3];
IxDeamidated [N7]
13 SDGSFFLYSKLTVDKSR- 1xCarbamidomethyl[C26];
WQQGNVFSCSVMHE I1xDeamidated[N22]
14 SGGGLVQPGGSLRLSCA- 1xCarbamidomethyl[C16];
ASGYTFTNYGMNWVR- 2xDeamidated [N25; N29];
QAPGKGLE 1xOxidation [M28]
15 QLKSGTASVVCL- I1xCarbamidomethyl[C11];
LNNFYPRE 2xDeamidated [N14; N15]
16 MTKNQVSLTCLV- 1xCarbamidomethyl[C10];
KGFYPSDIAVE I1xDeamidated [N4]

Abbreviations: QuanDA, Quantification Deamidation



