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Supplementary Figure
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Figure S1. 'H NMR spectrum of SPc in CDCl;.



Supplementary Tables

Table S1. Primers for quantitative real-time PCR.

Gene name Primer Sequence
Vacuolar protein sorting- VPS4A-F TGGCTTGGTGAGTCTGAGAG
associated protein 44 VPS4A-R CCCACGGTATGTTGGTAGCT
Rabl11 family-interacting RABI1FIP1-F AGGTGAAGCAGATCCAGGTG
protein 1 RABI11FIP1-R TAGGTGGTTTTGCAGGAGGA
ARFI1-F GCGCCACCAATATTCAGGAG
ADP-ribosylation factor 1
ARF1-R AATACAACTTGAGCCGTCGC
TREH-F ACACTGGGGAACAATGGGAT
Trehalase
TREH-R CCGCCTGTCTTTCCAACTTC
Phosphoenolpyruvate PckG-F GGAGGTAATTCGCTGCTTGG
carboxykinase [GTP] PckG-R GCCAACACACTCCACTTTGT
FBP1-F GGATGTAGACTGTGCTGGGT
Folate-binding protein 1
FBP1-R TATTTTCCCCTTTTGCGGCA
ACCI-F GACCCTGACTGCTTCTGAGT
Acetyl-CoA carboxylase 1
ACCI -R GATAGTGGGCATGCTTGTGG
Beta-actin-F CACCTTCTACAACGAGCTGC
Beta-actin
Beta-actin-R AGGCGTAGAGGGAGAGTACA
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Table S2. Sequencing quality and genome mapping.

Sample Total clean reads (M) Q20 GC percent Percentage of mapped reads

SPc-1 69.43 97.71% 34.30% 87.36%

SPc-2 67.47 97.62% 33.98% 88.38%

SPc-3 67.3 97.75% 34.04% 88.63%
Control-1 67.53 97.63% 34.30% 89.35%
Control-2 70.32 97.65% 34.30% 88.57%
Control-3 67.22 97.66% 34.45% 89.12%
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