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Homologous recombination E
Ribosome E
Microbial metabolism in diverse environments =
Pyrimidine metabolism E
Mismatch repair H
Peptidoglycan biosynthesis H
Aminoacyl-tRNA biosynthesis H
Glycine, serine and threonine metabolism H
One carbon pool by folate E
Amino sugar and nucleotide sugar metabolism E
Quorum sensing E
Pyruvate metabolism H
Alanine, aspartate and glutamate metabolism H
Galactose metabolism H
2-Oxocarboxylic acid metabolism E
Purine metabolism E
Pentose phosphate pathway H
Glycolysis / Gluconeogenesis H
Starch and sucrose metabolism E

Biosynthesis of antibiotics =

Biosynthesis of amino acids =

Biosynthesis of secondary metabolites =

Carbon metabolism E

Two-component system E
Fructose and mannose metabolism H
ABC transporters E
Cysteine and methionine metabolism H

Oxidative phosphorylation H

95% confidence intervals
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Microbial metabolism in diverse environments =

One carbon pool by folate E

Alanine, aspartate and glutamate metabolism H
Aminoacyl-tRNA biosynthesis H

Starch and sucrose metabolism H

Mismatch repair H
Quorum sensing E
Amino sugar and nucleotide sugar metabolism E

Ribosome E
Peptidoglycan biosynthesis E
Pyruvate metabolism H
Pyrimidine metabolism E

Homologous recombination H

Pentose phosphate pathway E

Oxidative phosphorylation H

Galactose metabolism H

Glycolysis / Gluconeogenesis H

Carbon metabolism E

Cysteine and methionine metabolism H
Fructose and mannose metabolism H

Glycine, serine and threonine metabolism H

Difference between proportions (%)

95% confidence intervals
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Purine metabolism E

ABC transporters E
Biosynthesis of amino acids =
Biosynthesis of secondary metabolites =

2-Oxocarboxylic acid metabolism H
Carbon fixation pathways in prokaryotes H
Two-component system E

Biosynthesis of antibiotics =
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Difference between proportions (%)

2.77e-13
4.02e-13
5.87e-13
9.09e-13
1.18e-12
8.50¢-12
1.10e-11
4.42e-11
1.65e-10
1.99e-10
2.04e-10
3.26e-10
6.79¢-10
1.06e-09
3.16e-09
4.07e-09
5.52e-09
1.54¢-08
3.98e-08
6.27¢-08
1.04¢-07
1.30e-07
2.38e-07
2.54e-07
4.67e-07
1.20e-06
9.19¢-04
1.18e-03
3.04e-03

1.03e-10
1.73e-08
2.64¢-06
3.02¢-06
3.75¢-06
1.46¢-05
1.95e-05
2.09e-05
3.25¢-05
3.42¢-05
3.86¢-05
3.87¢-05
3.90e-05
4.05e-05
7.38¢-05
1.11e-04
1.32e-04
1.40e-04
1.42¢-04
2.04e-04
3.22¢-04
3.89¢-04
4.72¢-04
4.75e-04
6.32¢-04
6.41e-04
6.48e-04
6.62¢-04
7.81e-04
2.59¢-03

p-value (corrected)

p-value (corrected)



