Supplementary Information (Sl) for Food & Function.
This journal is © The Royal Society of Chemistry 2025

Supplementary Figures
Rarefaction curves
A Rarefaction curves 450
4.6 — Control
a4 - ;°:'T' 400 — Model
— Node ——————— — Positivity
. Positivity 350 | WEP.L
—  WFP-L
= — ————— —WFP-H
— WFPH 300 |
2 x
2 @
.‘E 2 250 |
= £
g .g 200
E - w
0 150 ]
100
28 o 50
28 u T T T T T T T T T 1
5000 10000 15000 20000 25000 30000 35000 40000 45000 0 5000 10000 15000 20000 25000 30000 35000 40000 45000
Number of Reads Sampled Number of Reads Sampled
Rank-Abundance curves Positivity
C D
— Control
== Mexsl
10% - L
— High
8
E 1% -
5 Model
o
=<
g 0.1% -
=
[T}
4
001%

0.001% T T T T
100 200 300 400

ASV Level Rank

Supplementary Figurel gut microbial community richness and structure in aging
mice. (A) Dilution curves (Shannon index), (B) Sobs index, (C) Alpha diversity

abundance rating curve. (D) Venn analysis diagram.
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Supplementary Figure 2 The PCA analysis (A) and PCoA analysis (B) of gut

microbiota of aging mice
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Supplementary Figure 3 The LEfSe analysis result (A) and Linear Discriminant

Analysis (LDA) Histogram (B) of gut microbiota in aging mice.



