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Table S1. The details of assessment performed using the RAPI tool.

Method Repeatability | Intermediate Reproducibility | Trueness Recovery & LOQ (% of Working Simplified | Ruggedness/ | Selectivity | Total | Ref.
description precision matrix effect expected range linearity robustness Point | *
(Analyte, sample mean estimatio S
type, instrumental analyte n
technique) concentratio
nin the
matrix)
Triazines/Fruit ¢c<0.000001% ¢c<0.000001% Not tested ¢<0.000001% ¢<0.000001% LOQ<10% Wider R2>0.99 Not Not 60.0 33
juice/HPLC-DAD RSD<8% RSD<16% Points: 0.0 Bias<20% >80, <110; Points: 5.0 than 100x | Points: demonstrated | demonstr
Points: 10.0 Points: 10.0 Points: 7.5 acceptable ME LOQ 10.0 Points: 0.0 ated
Points: 7.5 Points: Points: 0.0
10.0
Triazines/Water/HP | ¢£0.000001% | ¢<0.000001% Not tested €<0.000001% | c<0.000001% LOQ<25% Wider R2>0.99 Not Not 57.5 34
LC-DAD RSD<8% RSD<16% Points: 0.0 Bias<20% >80, <110; Points: 2.5 than 100x | Points: demonstrated | demonstr
Points: 10.0 Points: 10.0 Points: 7.5 acceptable ME LoQ 10.0 Points: 0.0 ated
Points: 7.5 Points: Points: 0.0
10.0
Triazines/Herbal ¢<0.00001% ¢<0.00001% Not tested ¢<0.00001% ¢<0.00001% LOQ<25% Wider R2>0.99 Not Not 52.5 35




Method Repeatability | Intermediate Reproducibility | Trueness Recovery & LOQ (% of Working Simplified | Ruggedness/ | Selectivity | Total | Ref.
description precision matrix effect expected range linearity robustness Point | *
(Analyte, sample mean estimatio s
type, instrumental analyte n
technique) concentratio
nin the
matrix)
infusion/HPLC-DAD | RSD<11.3% RSD<11.3% Points: 0.0 Bias<10% >80, <110; Points: 2.5 than 100x | Points: demonstrated | demonstr
Points: 7.5 Points: 10.0 Points: 7.5 acceptable ME LoQ 10.0 Points: 0.0 ated
Points: 5.0 Points: Points: 0.0
10.0
Histidine/Urine/HP | ¢<0.0001% ¢<0.0001% Not tested ¢<0.0001% ¢<0.0001% LOQ<1% Wider R2>0.99 Demonstrated | Demonstr | 80.0 36
LC-PCD-FLD RSD<4.0% RSD<8.0% Points: 0.0 Bias<20% >90, <107; Points: 10.0 | than 30x Points: for 5 or more | ated for5
Points: 10.0 Points: 10.0 Points: 5.0 acceptable ME LoQ 10.0 factors or more
Points: 7.5 Points: 7.5 Points: 10.0 potential
interferen
ts
Points:
10.0
Histidine/Urine/Sm | ¢<0.001% ¢<0.001% Not tested c<0.001% ¢<0.001% LOQ<1% Wider R2>0.99 Not Demonstr | 47.5 37
artphone RSD<8.475% RSD<11.3% Points: 0.0 Bias<40% >60, <115; ME | Points: 10.0 | than 5x Points: demonstrated | ated for 5
Points: 5.0 Points: 5.0 Points: 2.5 study optional LoOQ 10.0 Points: 0.0 or more
Points: 2.5 Points: 2.5 potential
interferen
ts
Points:
10.0
Histidine/Fish ¢<0.001% ¢<0.001% Not tested c<0.001% ¢<0.001% LOQ<1% Wider R2>0.99 Demonstrated | Demonstr | 77.5 38
samples/HPLC-PCD- | RSD<2.825% RSD<5.7% Points: 0.0 Bias<20% >80, <110; ME | Points: 10.0 | than 30x Points: for 5 or more | ated for5
FLD Points: 10.0 Points: 10.0 Points: 5.0 study optional LoQ 10.0 factors or more
Points: 5.0 Points: 7.5 Points: 10.0 potential
interferen
ts
Points:
10.0
Parabens/Urine/HP | ¢<0.0001% ¢<0.0001% Not tested ¢<0.0001% ¢<0.0001% LOQ<25% Wider R2>0.99 Demonstrated | Not 47.5 39
LC-DAD RSD<16% RSD<20% Points: 0.0 Bias<20% >80, <110; Points: 2.5 than 100x | Points: for 5 or more | demonstr
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Method Repeatability | Intermediate Reproducibility | Trueness Recovery & LOQ (% of Working Simplified | Ruggedness/ | Selectivity | Total | Ref.
description precision matrix effect expected range linearity robustness Point | *
(Analyte, sample mean estimatio s
type, instrumental analyte n
technique) concentratio
nin the
matrix)
Points: 2.5 Points: 2.5 Points: 5.0 acceptable ME LoQ 10.0 factors ated
Points: 5.0 Points: Points: Points: 10.0 Points: 0.0
10.0 10.0
Parabens/Urine/HP | ¢<0.001% c<0.001% Not tested c<0.001% ¢<0.0001% LOQ<25% Wider R%>0.97 Demonstrated | Not 42.5 40
LC-DAD RSD>11.3% RSD<14.1% Points: 0.0 Bias<20% >80, <110; Points: 2.5 than 100x | Points: for 5 or more demonstr
Points: 0.0 Points: 2.5 Points: 5.0 acceptable ME LoQ 10.0 factors ated
Points: 5.0 Points: Points: 7.5 | Points: 10.0 Points: 0.0
10.0
Parabens/Breast ¢<0.00001% ¢<0.00001% Not tested ¢<0.00001% ¢<0.0001% LOQ>25% Wider RZ>0.99 Not Not 45.0 41
tissue/HPLC-DAD RSD<11.3% RSD<7% Points: 0.0 Bias<20% >80, <110; Points: 0.0 than 100x | Points: demonstrated | demonstr
Points: 7.5 Points: 7.5 Points: 5.0 acceptable ME LOQ 10.0 Points: 0.0 ated
Points: 5.0 Points: Points: Points: 0.0
10.0 10.0
Lead/Water/FAAS ¢<0.00001% Not tested Not tested €<0.00001% ¢<0.0001% LOQ<10% Wider R2>0.99 Not Demonstr | 60.0 42
RSD<5.65% Points: 0.0 Points: 0.0 Bias<10%, >90, <107; Points: 5.0 than 30x Points: demonstrated | ated for 5
Points: 10.0 confirmed acceptable ME LoQ 10.0 Points: 0.0 or more
with CRMs Points: 7.5 Points: 7.5 | Points: potential
Points: 10.0 10.0 interferen
ts
Points:
10.0
Lead/Water/FAAS ¢<0.00001% Not tested Not tested €<0.00001% ¢<0.0001% LOQ<1% Wider R2>0.99 Not Demonstr | 67.5 43
RSD<5.65% Points: 0.0 Points: 0.0 Bias<10%, >95, <105; Points: 10.0 | than 30x Points: demonstrated | ated for 5
Points: 10.0 confirmed weak ME LoQ 10.0 Points: 0.0 or more
with CRMs Points: 10.0 Points: 7.5 | Points: potential
Points: 10.0 10.0 interferen
ts
Points:
10.0
Lead/Water/FAAS ¢<0.00001% Not tested Not tested €<0.00001% ¢<0.0001% LOQ>25% Wider R2>0.99 Not Demonstr | 60.0 44
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Method Repeatability | Intermediate Reproducibility | Trueness Recovery & LOQ (% of Working Simplified | Ruggedness/ | Selectivity | Total | Ref.
description precision matrix effect expected range linearity robustness Point | *
(Analyte, sample mean estimatio s
type, instrumental analyte n
technique) concentratio
nin the
matrix)
RSD<5.65% Points: 0.0 Points: 0.0 Bias<10%, >95, <105; Points: 0.0 than 100x | Points: demonstrated | ated for 5
Points: 10.0 confirmed weak ME LoQ 10.0 Points: 0.0 or more
with CRMs Points: 10.0 Points: Points: potential
Points: 10.0 10.0 10.0 interferen
ts
Points:
10.0

* see the main document for the literature references
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