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Figure S1. Convolutional Neural Network (CNN)
status.

models used for label-free prediction of cell
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Figure S2. Classification of chambers with and without spheroids to exclude empty chambers.



Table S1. The list of compounds.

Source Item # Compounds Name Target
Cayman 11421 Actinomycin D Chemo
Cayman 10009929  Vorinostat (SAHA) HDAC
Cayman 17130 Romidepsin HDAC
Cayman 15007 Doxorubicin Chemo
Cayman 9003096 Gemcitabine Chemo
Cayman 23732 Ixabepilone Chemo
Cayman 10461 Paclitaxel Chemo
Cayman 21262 Vinorelbine (tartrate) Chemo
Cayman 10008822  Bortezomib Proteasome
Cayman 16139 Pyronaridine antimalarial
Cayman 19420 CC-115 mTor/DNA-PK

Cayman 20455 ML162 GPX4



