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Fig. S1. 'TH-NMR spectrum of compound 1 in DMSO-ds.
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Fig. S2. 1*C-NMR spectrum of compound 1 in DMSO-db.
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Fig. S3. HR-MS spectrum of compound 1.
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Fig. S4. Reverse-phase HPLC trace of compound 1.
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Fig. S5. 'TH-NMR spectrum of compound 2 in DMSO-ds.
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Fig. S6. *C-NMR spectrum of compound 2 in DMSO-ds.
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Fig. S7. HR-MS spectrum of compound 2.
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Fig. S8. Reverse-phase HPLC trace of compound 2.
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Fig. S9. H-NMR spectrum of compound 3 in DMSO-d.
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Fig. $10. *C-NMR spectrum of compound 3 in DMSO-ds.



Relative Abundance

8.8 8

&
T

=1
T

=

600.98944 | |

604.98749
606.98663

60399030
60298816
60898608

61098462
612.98303

<

=
g

]

3

508.98492 600.

.9@603 \ I

605.98682

603.98977 50698698

607.98387
608.98403

609.98092

612.08402

T
596

58 60

T e T et
602 604 606 608 610 612
mz

™
614

Fig. S11. HR-MS spectrum of compound 3.
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Fig. S12. Reverse-phase HPLC trace of compound 3.
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Fig. S13. 'H-NMR spectrum of compound 4 in DMSO-ds.
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Fig. S14. *C-NMR spectrum of compound 4 in DMSO-db.
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Fig. S15. HR-MS spectrum of compound 4.
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Fig. S16. Reverse-phase HPLC trace of compound 4.
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Fig. S17. Comparison of cell viability of A549 cells treated with different
concentrations of compounds for 48 h.
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Fig. S18. Un-cropped western blotting images of Figure 8a.
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Fig. S19. Un-cropped western blotting images of Figure 8c.
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Fig. S20. (a) Chemical structure of compound 12C. (b) Protein expression of A549 cells
treated with 5 uM platinum compounds for 24 h.
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