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Figure S1. Designed ASOs targeting BIRC5. (A) Exon map of BIRC5. (B) ASOs targeting exon-2 of BIRC5. UTR:
untranslated regions.
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Table S1. The list of primer sets used, primer sequences and their expected product size.

Target . . . Expected
Primer pairs Primer sequences .
gene product size
BIRC5_Ex1F_A 5-CTT TCT CAA GGA CCA CCG CA-¥
BIRCS 572bp
BIRC5_Ex4R_A 5-CAC CTC TGG TGC CACTTT CA-3¥
GAPDH_F 5-GAC CTG ACCTGC CGT CTA-3
GAPDH 148bp
GAPDH_R 5-AGG AGT GGG TGT CGC TGT-3

ASO against surviving
Exon-1 (Sun et al. 2006)
3’-caccgccgecgccgTACCCA-5’
5'-geggegegecattaaccgecagatttgaatcgegggaceegttggeagagetggcggcegcggcATGGGTGCCCCGACGTTGCCCCCTGCCTGGCAGCCCTTTCTCAAGGACCACCGCATCTCTACATTICAAGAACTGGC
3'-TACCCACGGGGCTGCAACGGG-5"

aODN-Surv
CCTTCTTGGAGGGCTGCGCCTGCACCCCGGAGCGG (Coma et al. 2004)
Oligonucleotide 4003
Exon-2 (Olie et al. 2000)
3'-GTTCCTCGACCTTICCGACCC-5’
ATGG] CACTGAGAACGAGCCAGACTIGGCCCAGTGTTTCTTCTGCTICAAGGAGCTGGAAGGCIGG
3 = 3 5

Exon-3

AGAGGAACATAAAAAGCATTCGTCCGGTTGCGCTTTCCTTTCTGTCAAGAAGCAGTTTGAAGAATTAACCCTTGGTGAA GAAACTGGACAGAGAAAGAGCCAAGAACAAAATT

SPC3042
Exon-4 (Hansen et al. 2008)
3’-CGACGGTACCTAACTc-5’
TCAAAGGAAACCAACAATAAGAAGAAAGAATTTGAGGAAACTGCGGAGAAAGTGCGCCGTGCCATCGAGCAGCTGGCTGCCATGGATTGAggcctctggecggagetgeciggicc cagagtggetgeaccacttccagggt
ttatteectggtgecaccagecttectgtgggececttageaatglcttaggaaaggagate aacatittcaaattagatgtitcaactgtgetetigtitigtetigaaagtggecaccagaggtgettetgectgtgc ageggatgetgetggtaacagtggetgettetetetetet

ctetcttttttgggggeteattttigetgtitigattcccgggettaccaggtgagaagtgagggaggaagaagg tittge ttgttcgegtags tgga tgaggctgtcacagtcctgagt
glggactiggcaggtgccigtigaatctgagetgcaggticcttatetgicacacctgtgecicectcagaggacagtttttt tttgtitttittittttggtagatgeatgactigigtgt lggagacagagtccctggctectctacigtitaacaacat
gactttcteattegt tac taagcacaaagec attggggaaacggggtgaacticaggtggatgaggagacagaatagagtgataggaagegtetggcagatactectttigecactg
3'-ttaagtgtcttategtgt-5'
ISIS 23722

(Li et al. 1999)

« aggcce gggg cacatgetggecgoteateet ggcagtggectaaatectttt ttggctegatgetgtgggggactggetgggctgetgeaggecgtgtgtetgtcageceaacctteacatctgteacgtt
ctccacacgggggagagacgeagtccgeccaggteocegetttcttiggaggeageageteecgoagggetgaagtctggegtaagatgatggatttgattecgeectecteec tgcagggtggattgttacagettcgetggaaacctetggaggtcatct
cggctgticctgagaaataaaaagcctgteatttcaaacactgetgtggaccetactgggtitt t g g ggatgagegtectggcagagacgcagtigictetgggeg
ct cacgaaccccagacctgtitgtatcatcegggetccttccgggeagaaacaactgaaaatgeacttcagacecacttatttctgecacatctgagtcggectgagatagacttttcectctaaactgggag aCagIggttigttage
geactceagee atctaagc gtcagtc ggatacttcactt rggctt gg: tggtttigtcticaactccttigeatgecaggeggtgatgtggateteggettctgtga
gectgtgetgtgggcagggetgagetggagecgeecctcteagecegectgecacggectttcettaaaggecatccttaaaaccagaccetcatggetaccageacciga ttcctc cgtaggcecttgtctaagtgcaaccgecta
gactttctttcagatacatgtccacatgtccatttttcaggttctctaagtiggagtggagictgggaagggttgtgaatgaggctictgggctatgggtgaggttccaatggcaggttagagec cCtcgggccaactgecatcctgs: ag ccgetgee
cagaagagaccagcaagccaaactggageceecattgeagectgtegecatgiggaaagagtaactcacaattgecaataaagtcteatgtggttttatcta-3°




Figure S2. Locations of previously published BIRC5-targeting ASO sequences (yellow) and the best-performing
sequences identified in the present study (red). The lowercase italic letters represent untranslated region (UTR) in
BIRC5 mRNA.
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Figure S3. Chemistry of previously published BIRC5-targeting ASOs and the best-performing ASOs identified in the
present study. PO, phosphodiester; PS, phosphorothioate; 2'-MOE, 2'-O-methoxyethyl; LNA, locked nucleic acid; 2'-
OMe, 2'-O-methyl.
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Figure S4. Original gel images and individual densitometry analysis of each image of the initial screening of seven
BIRC5-ASOs. The transfection was repeated three times. The PCR of replication 1 was repeated twice using GAPDH
primers due to an error occurred when preparing PCR using ASO-6 treated sample as template.
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Figure S5. Sequencing results

(NM_001168.3).
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Figure S6. Original gel images of the dose-response assay of ASO-2 and ASO-7. Left panel: ASO-2; right panel: ASO-
7. Doses of ASO-2 and ASO-7 included 400, 200, 100, 50, and 25 nM; and the doze of control ASO was 400 nM.
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Figure S7. Original membrane images of the western blots of ASO-7. The experiment was repeated two times. Up-left
panel: membrane images of BIRC5 blots; up-right panel: membrane images of beta-actin blots; down panel:
individual densitometry analysis of the western blots. Doses of ASO-7 treatment included 400 and 200 nM; and the

doze of control ASO was 400 nM.
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Figure S8. Structure of PMO and TMO analogue. PMO: phosphorodiamidate morpholino oligomer, TMO:
thiomorpholino oligonucleotide.



