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Supporting information

Table S1. Oligonucleotide sequences used in this work.

Oligonucleotide

Sequence (5°—3’)

SL-probe

CGC GTT ACC CGA TGT TTG GGT TAG TCC ATG ACG
TGC ATC ATT CAT TTG TTT CAC CTC AGC TGA TGC
ACG TCA TGG GAC GTG

PER  template

GGG TTA CCC GGT TTT CCG GGT AAC CCT AAC CCA

probe AAC ATC GGG TAA CGC G

Target miRNA | CUC AGU GAU UUU AGA GAG AGG AU
“4x> GGG TTA

miRNA-149 UAA CAC UGU CUG GUA AAG AUG G
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Figure S1. Selectivity of the method to homological miRNAs.
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