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Figure S1. Mass spectra of PD-SOD1. A. Raw electrospray ionization mass spectrum showing 

the charge state distribution. (B) Deconvoluted spectrum displaying the molecular mass of 

variant (monomerization occurs during ionization).  

 

 

 

 



 

Figure S2. Representative MS/MS spectra for tryptic fragments of PD-SOD1 with corresponding peptide 

fragments. Shown are y and b ions and deamidated asparagine residues shown in blue. A. MS/MS spectra 

for the peptide fragment containing N19 and N26D. B. MS/MS spectra for the peptide fragment 

containing N65D. C. MS/MS spectra for the peptide fragment containing N131 and N139D.  



 

 

 

Figure S3. Representative MS/MS spectra for tryptic fragments of PD-SOD1 with corresponding peptide 

fragments. Shown are y and b ions and deamidated asparagine residues shown in blue. A. MS/MS spectra 

for the peptide fragment containing N19 and N26D. B. MS/MS spectra for the peptide fragment 

containing N131 and N139D.  

 

 

 



 

Figure S4. Mass spectra of QD-SOD1. A. Raw electrospray ionization mass spectrum showing 

the charge state distribution. (B) Deconvoluted spectrum displaying the molecular mass of 

variant (monomerization occurs during ionization). 

  



Table S1. Number of unexchanged hydrogens for WT, QD, and PD SOD1 are presented as the 

mean ± std, n = 3. P-values were calculated using an unpaired Welch’s T-test. 

Time 

(mins) 

Unexchanged 

Hydrogens 

WT SOD1 

Unexchanged 

Hydrogens 

QD SOD1 

 

Unexchanged  

Hydrogens  

PD SOD1 

P-value 

WT and 

QD 

P-value 

WT and 

PD 

P-value 

QD and 

PD 

15 32.5104 ± 2.7450 31.1923 ± 2.7567 34.9172 ± 2.7567 0.0599 0.0059 0.0051 

30 19.7993 ± 2.7448 18.4169 ± 2.7539 28.8968 ± 2.7543 0.5447 0.0021 0.0282 

45 28.4927 ± 2.7510 22.7849 ± 2.7509 25.8649 ± 2.7608 0.0556 0.2541 0.0629 

60 25.7411 ± 2.7500 21.7706 ± 2.7521 33.9240 ± 2.7564 0.1344 0.0367 0.0074 

 


