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Fig. S1 Total sugar contents of k-carrageenan with different molecular weights and its
acetylated derivatives digested in stomach (A-D) and small intestine (E-H): (A) & (E)
k-carrageenan; (B) & (F) Fl-k-carrageenan; (C) & (G) F2-k-carrageenan; (D) & (H)
F3-k-carrageenan

Fig. S2 Reducing sugar contents of k-carrageenan with different molecular weights and
its acetylated derivatives digested in the stomach (A-D) and small intestine (E-H): (A)
& (E) k-carrageenan; (B) & (F) F1-k-carrageenan; (C) & (G) F2-k-carrageenan; (D) &
(H) F3-x-carrageenan carrageenan

Fig. S3 Sulfate contents of k-carrageenan with different molecular weights and its
acetylated derivatives in gastric (A-D) and small intestinal (E-H) digestion: (A) & (E)
k-carrageenan; (B) & (F) Fl-k-carrageenan; (C) & (G) F2-k-carrageenan; (D) & (H)
F3-k-carrageenan

Fig. S4 Structure of intestinal flora during colonic fermentation of k-carrageenan with
different molecular weights and its acetylated derivatives: (A) Streptococcus (B)
Lactobacillus (C) Bifidobacterium

Table S1 Preparation of in vitro simulated digestive solution (1L system)

Table S2 Sample Name and Abbreviation
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Table S1 Preparation of in vitro simulated digestive solution (1L system)

SSF(pH7) SGF(pH3) SIF (pH?7)

KCI (mM) 15.1 6.9 6.8
KH,PO,4 (mM) 3.7 0.9 0.8
NaHCO; (mM) 13.6 25 85

NaCl (mM) - 47.2 38.4
MgCl,(H,0)6 (mM) 0.15 0.12 0.33
(NH4),CO3 (mM) 0.06 0.5 -
HCI (mM) 1.1 15.6 8.4
CaCly(H,0), (mM) 1.5 0.15 0.6
alpha-amylase (U/mL) 75 - -
pepsin (U/mL) - 2000 -
pancreatic enzyme (U/mL) - - 1000

bile salt (mM) - - 10




Table S2 Sample Name and Abbreviation

Full Name Abbreviation
k-CA K
LAc-k-CA LK
HAc-«x-CA HK
Fl1-x-CA F1
LAc-F1-x-CA LF1
HAc-F1-«x-CA HF1
F2-x-CA F2
LAc-F2-x-CA LF2
HAc-F2-x-CA HF2
F3-x-CA F3
LAc-F3-x-CA LF3
HAc-F3-x-CA HF3




