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Table S1. Summary of the weight ratios of the constituents of the polymer networks

Composition of polymer networks Initial Reaction Mixture
Sample PHEA : 

Crosslinker
PHEA
(wt%)

PEG
(wt%)

PBLA
(wt%)

2-HEA
(µL)

Crosslinker
(mg)

Initiator
(mg)

DMSO
(µL)

30:70 30 16 54 120 280 680
50:50 50 12 38 200 200 600

PHEA-l-(PBLA20-
b-PEG-b-PBLA20) 70:30 70 7 23 280 120 520

30:70 30 20 50 120 280 680
50:50 50 14 36 200 200 600PHEA-l-(PBLA25-

b-PEG-b-PBLA25) 70:30 70 9 21 280 120 520
30:70 30 70 - 120 280 680
50:50 50 50 - 200 200 600PHEA-l-PEG
70:30 70 30 - 280 120

8

520

Figure S1. GPC elugram of PBLA20-b-PEG-b-PBLA20 triblock copolymer



Figure S2. 1H NMR spectra of PBLA-b-PEG-b-PBLA triblock copolymer

Figure S3. 1H NMR spectra of MA-PBLA-b-PEG-b-PBLA-MA triblock copolymer
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Figure S4. ATR-FT-IR spectra showing A) PHEA-l-PBLA20-b-PEG-b-PBLA20, PHEA-l-PBLA25-b-
PEG-b-PBLA25 and PHEA-l-PEG, with 50:50 ratio of peptide to PHEA. B) Comparison of different 
compositions of PHEA-l-PBLA25-b-PEG-b-PBLA25 networks (30:70, 50:50 and 70:30 wt%).



Figure S5. AFM images of PHEA-l-PEG 70:30 wt% networks.
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Figure S6. AFM images of PHEA-l-PEG 30:70 wt% networks.

Figure S7. AFM images of PHEA-l-PBLA20 70:30 wt% networks.
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Figure S8. AFM images of PHEA-l-PBLA20 30:70 wt%.

Figure S9. AFM images of PHEA-l-PBLA25 70:30 wt% networks.

Figure S10. AFM images of PHEA-l-PBLA25 30:70 wt% networks
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Figure S11. Rheology data of PHEA-l-PBLA20, PHEA-l-PBLA25 and PHEA-l-PEG networks in the dry 
and swollen state.


