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Fig. S1. 1H NMR (400 MHz, CDCl3), 13C NMR (101 MHz, CDCl3), FT-IR and

HRESI MS spectra of compound 6.
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Fig. S2. 1H NMR (400 MHz, CDCl3), 13C NMR (101 MHz, CDCl3), FT-IR and

HRESI MS spectra of compound 7.
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Fig. S3. 1H NMR (400 MHz, CDCl3), 13C NMR (101 MHz, CDCl3), FT-IR and

HRESI MS spectra of compound 8.
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Fig. S4. 1H NMR (400 MHz, CDCl3), 13C NMR (101 MHz, CDCl3), FT-IR and

HRESI MS spectra of compound 9.
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Fig. S5. 1H NMR (400 MHz, CDCl3), 13C NMR (101 MHz, CDCl3), FT-IR and

HRESI MS spectra of compound 10.
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Fig. S6. 1H NMR (400 MHz, CDCl3), 13C NMR (101 MHz, CDCl3), FT-IR and

HRESI MS spectra of compound 11.





 
Fig. S7. 1H NMR (400 MHz, DMSO-d6), 13C NMR (101 MHz, DMSO-d6), FT-IR and

HRESI MS spectra of compound 12.
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Fig. S8. 1H NMR (400 MHz, DMSO-d6), 13C NMR (101 MHz, DMSO-d6), FT-IR and

HRESI MS spectra of compound 13.
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Fig. S9. 1H NMR (400 MHz, DMSO-d6), 13C NMR (101 MHz, DMSO-d6), FT-IR and

HRESI MS spectra of compound 14.





Fig. S10. 1H NMR (400 MHz, DMSO-d6), 13C NMR (101 MHz, DMSO-d6), FT-IR and

HRESI MS spectra of compound 15.



Fig. S11. 13C NMR spectra of dendron 7 and Boc dendrimers 10 and 11 (101 MHz, CDCl3).



MP AES 

Dendrimer Entered dendrimers, 
g/L

Found copper, 
mg/L

Copper 
content in 

the sample, 
mg g-1

RSD %

13 50 0.76 0.015 0.32
15 45 0.85 0.019 0.66

Fig. S12. MIP-AES calibration curve and copper content for compounds 13 and 15.



Fig. S13. Fluorescence emission of pyrene in aqueous solutions (upper graphs, A-D) and Eosin 
Y UV-vis spectra (lower graphs, A-D) in the presence of different amounts of aminocalxarenes. H2O, 25 
ºC, C(Pyrene) = 1 µM, C(dendrimer) = 0.2-2000 µM; C(Eosin Y) = 20 µM, C(dendrimer) = 0. 3 - 250 µM.



Fig. S14. Calculation data tables of decreasing sigmoid of the Boltzmann type showing the center 
of the sigmoid x0 (CAC) for amino-dendrimers by Eosin Y absorbance titration.
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Fig. S15. (A) Stern-Volmer plots of CT-DNA – EthBr titrated with macrocycles 12-15. (B) The 
plots of log ((F0-F)/F) vs log[macrocycle] for 12-15
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Fig. S16. (A) Stern-Volmer plots of CT-DNA – DAPI titrated with macrocycles 12-15. (B) The 
plots of log ((F0-F)/F) vs log[macrocycle] for 12-15

Fig. S17. The average diameter vs the concentration of amino-dendrimers.



Fig. S18. Absorbance vs temperature in a CT DNA denaturation experiment. [DNA CT] = 45 µM, 
[dendrimer] = 1 µM.

Fig. S19. UV-vis spectra of CT DNA in presence of  8NH2-tetra-calix at 18 µM (A) and 1 µM (B).


