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Peptide Data.

Peptide 1: LC-MS (EST") calcd for C197H200N56021 [M+6H]*" 435.2790; found: 435.2811
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Peptide 2: LC-MS (ESI") calcd for C107H200Ns6021 [M+6H]®" 435.2790; found: 435.2807

HPLC Chart
2.5E+06
2.3E+06
2.0E+06 A
1.8E+06 -
1.5E+06 -
>
% 1.3E+06 -
S
£ 1.0E+06 -
7.5E+05
5.0E+05
2.5E+05
0.0E+00 A L
-2.5E+05 v . - v -
0 5 10 15 20 25
Retention time (min)
ESI-TOF-MS
X108 +ESI Scan (rt: 0.350-0.450 min, 7 scans) Frag=150.0V TU-2-43_2_DL.d
441
— 0.1641
421
4
3.8 435,4448
3.61
3.4
3.2
S
435,6102
2.8
2,671 435,2807
2.4
2.2
21
187
161
435,7770
1.4
1.2
A
0.84
0.61 435,945
0.4
0.21 436,1099
r 4362750
o 4352 4353 435.4 4355 435.6 435.7 435.8 435.9 436 436.1 4362 4363 4364

Counts vs, Mass-to-Charge (m/z)




Peptide 3: LC-MS (ESI") calcd for C197H200Ns6021 [M+6H]" 435.2790; found: 435.2835
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Peptide 3: LC-MS (ESI") calcd for C197H200N56021 [M+6H]*" 435.2790; found: 435.2809
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Figure S1. Cell viability of the peptide/pDNA complexes at N/P ratios of 2, 4, and 8 after 24 hours. The data
are presented as a percentage of the untreated control cells. Error bars represent the standard deviation (n = 4).

*p < 0.05 and ***p < 0.001.
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Figure S2. LDH activity of the peptide/pDNA complexes at N/P ratios of 2, 4, and 8 after 24 hours. The data
were presented as a percentage of the control cells lysed in lysis buffer. Error bars represent the standard

deviation (n = 4). ***p < 0.001



Figure S3. Brightfield images of Huh-7 cells after 24 hours of treatment with peptide/pDNA complexes.




