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Supplementary Materials

Table S1 Fermentation medium used in this study.

Medium Ingredients and content

GYMI skim milk powder 0.1%, yellow bean cake flour 2%, sucrose 8%, K,HPO,4-3H,0 0.1%, FeSO,4-7H,0
0.1%, CaCO; 0.3%, pH 7.2-7.4

GYMII  D-glucose 0.4%, yeast extract powder 0.4%, malt extract 1%, CaCO; 0.2%, pH 7.2

ISP 2 yeast extract powder 0.4%, malt extract 1%, D-glucose 0.4%, pH7.2-7.4

HZ-2 yeast extract powder 0.4%, FeSO4-7H,0 0.1%, malt extract 0.2%, D- glucose 1%, soluble starch 4%,
CaCO; 0.2%, MnCl,-4H,0 0.1%, pH 7.2-7.4

GY yeast extract powder 1%, D-glucose 1%, K,HPO4-3H,0 0.05%, MgSO4-7H,0 0.05%, pH 7.2-7.4

HZ-1 yeast extract powder 0.4%, maltodextrin 1%, D-glucose 1%, soluble starch 4%, trace element solution
0.1mL/L (FeSO4-7H,0 0.1%, MnCl,-4H,0 0.1%, ZnSO4 7H,0 0.1%), pH 7.2-7.4

MB D-glucose 1%, soluble starch 0.5%, yeast extract powder 0.2%, NaCl 0.4%, peptone 0.2%,
K,HPO,4-3H,0 0.05%, MgSO4-7H20 0.05%, CaCO5 0.2%, pH 7.2

HY soluble starch 2%, cottonseed meal powder 1%, yeast extract powder 0.5%, maltodextrin 2%, malt

extract 0.5%, MgSO,4-7H,0 0.2%, NaCl 0.2 %, CaCO3 0.2%, pH 7.0-7.2

Table S2. Genes and their position and products associated in nigericin biosynthetic gene cluster.

Identifiers

Position Product

ABC84455.1 420 - 1232 () NigE
ABC84456.1 1475-8722(+)  NigAl
ABC84457.1 8764 - 15465 (+)  NigAll
ABC84458.1 15507 - 27758 (+) NigAlll
ABC84459.1 27775 -39942 (+) NigAIV
ABC84460.1 39985 - 52122 (+) NigAV
ABC84461.1 52139 - 57244 (+) NigAVI
ABC84462.1 57331-58197(-) NigCII
ABC84463.1 58370 -59629 (+) NigD
ABC84464.1 59705 - 60043 (-)  NigAXI
ABC84465.1 60152 - 64051 (-) NigAX
ABC84466.1 64048 - 65478 (-)  NigClI
ABC84467.1 65513 - 65980 (-) NigBIII
ABC84468.1 66016 - 66453 (-) NigBI
ABC84469.1 66450 - 72278 (-)  NigAIX
ABCS84470.1 72327-78947(-) NIGAVIII
ABC84471.1 78995 - 93358 (-) NigAVII
ABC84472.1 93400 - 93948 (-) unknown




Figure legends

Figure S1 The deposit certificate of strain Rer75.

Figure S2 Morphological characteristics of aerial mycelia and spores of strain Rer75 using SEM.
Figure S3 Cultural characteristics observed on tested media for strain Rer75.

Figure S4 Phospholipid composition of strain Rer75.

Figure S5 Subsystem statistics of Streptomyces sp. Rer75 genome analyzed by RAST.
Figure S6 HPLC of compound 1.

Figure S7 HRESIMS of compound 1.

Figure S8 'H spectrum of compound 1.

Figure S9 'H NMR of expanded regions at 2-2.7 ppm.

Figure S10 'H NMR of expanded regions at 5-7.1 ppm.

Figure S11 3C spectrum of compound 1.

Figure S12 Dept 135 spectrum of compound 1.

Figure S13 HSQC spectrum of compound 1.

Figure S14 '"H-'H cosy spectrum of compound 1.

Figure S15 HMBC spectrum of compound 1.
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Figure S1 The deposit certificate of strain Rer75.



ISP 6 ISP 7 Nutrirnt agar Bennett’s agar

Figure S3 Cultural characteristics observed on tested media for strain Rer75.



Figure S4 Phospholipid composition of strain Rer75
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Subsystem Category Distribution

Subsystem Feature Counts
Cofactors, Vitamins, Prosthetic Groups, Pigments (428)
Cell Wall and Capsule (158)
Virulence, Disease and Defense (90)
Potassium metabolism (21)
Photosynthesis (0)
Miscellaneous (56)
Phages, Prophages, Transposable elements, Plasmids (4)
Membrane Transport (146)
Iron acquisition and metabolism (56)
RNA Metabolism (117)
Nucleosides and Nucleotides (149)
Protein Metabolism (345)
Cell Division and Cell Cycle (34)
Motility and Chemotaxis (12)
Regulation and Cell signaling (92)
Secondary Metabolism (20)
DNA Metabolism (141)
Fatty Acids, Lipids, and Isoprenoids (405)
Nitrogen Metabolism (38)
Dormancy and Sporulation (10)
Respiration (194)
Stress Response (219)
Metabolism of Aromatic Compounds (114)
Amino Acids and Derivatives (803)
Sulfur Metabolism (87)
Phosphorus Metabolism (46)
Carbohydrates (822)

Figure S5 Subsystem statistics of Streptomyces sp. Rer75 genome analyzed by RAST.
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Figure S6 HPLC of Compound 1.
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Figure S7 HRESIMS of compound 1.
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Figure S8 'H spectrum of compound 1.
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Figure S9 '"H NMR of expanded regions at 2-2.7 ppm.
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Figure S10 'H NMR of expanded regions at 5-7.1 ppm.
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Figure S11 '3C spectrum of compound 1.
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Figure S12 Dept 135 spectrum of compound 1.
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Figure S13 HSQC spectrum of compound 1.
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Figure S14 'H-'H cosy spectrum of compound 1.
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Figure S15 HMBC spectrum of compound 1.
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